}ng iprotKB Entry name organism |full name |oglcnacscore (S)igﬁacsnac phosphorylation sites PMIDS sequence
Q7TT18 MCAF1 MOUSE Mus Activating |20.618401 NaN S57;S112;T124;S511;S514;S516;S5 [21606357;22517741 MDSVEEPQKKVFKARKTMRASDRQ
musculus |transcription 33;5593;S700;S707;S933 QLDAVHRVKGELLRADGKLLNGSH
factor 7- ENGDLDPTSPLENTDCIQDREEVNG
interacting IDGICFQSEESTTEWKETPCMPNVA
protein 1 VKNKQEDLNSEALSPSITCDLSSRVT

TEPGSGSPASDNPGCGTPVSDNPAS
DNPASDNPASDNPDSGDLAAGELAT
TVQATGDSACEEPPSSDPSSSDPTSS
EPSSSEPTCSEPISGDPVSEEAASHD
LVSGDSTCSEPVSGEPVSHEAASSEP
ATSEPASDEPVARVVAACELAPGESA
LDDCAPSGDSQSDEPPSSEDSLPRS
VCSGLASGELTPGELSVEPATDTVKP
SSSAVCEAGPDPDKTEPSSNNSDDC
PGKSEDDEHLDQIQSKDSCDEGNKV
NSNVVEKEEPLETHSAIICSDLPPEN
TTKIAEDPIAEPALEEEAISSSMEVD
QSEKDEHKSPAEPVAAVSEDPAEED
KEDTVVDNTDSMETDEIIPILEKLAP
TEDELSCFSKASLLPVETSQDLEDK
MEGSFGSPSKQESSENLPKEAFLVL
SDEEDLSCGKDESEAVAQSKMSTPE
GEKSEKDGKAEEEERVPAEEQPPVR
NEFSRRKRSKSEDMDSVESKRRRY
MDEEYEAEFQVKITAKGDINQKLQK
VIQWLLQEKLCALQCAVFDKTLAEL
KTRVEKIECNKRHKAVLTELQAKIAR
LTKRFGAAKDDLKKRQESPPNPPISP
GKPANDTNSNNNMTYRNAGTVRQL
LESKRNVSEGPPPSFQTPVNTVSSAS
HATSTAVVSSQPKLQTSATSGSLPAA
PLLPAPSTATVVATTQVPSGTPQPTIS
LQPLPVILHVPVAVTSQPQLLQSHPG
TLVITNQPSGNVEFISVQSQPTVSGLT
KNPVSLPPLPNPTKPNIPSVPSPSSIQ
RNSSTTAAPLGTTLAVQAVPTAHSIV
QATRTSLPTVGPSGLYSSSSSRGPIQ
MKIPISTFSPPSSAEQNSSATPRIVTE
NQTNKTVDSSINKKAADSTSQSGKA
SSSDSSGVIDLTMDDEESGTTQDPK
KISPPSSSTVSTSQPMSRPLQPILPAP
PLQPSGVPTSGPSQATIHVLPTAPTT
VNVTHRPVTQVTTRLPVPRAPANHQ
VVYTTLPAPTTQAPLRGTVMQAPAV
RQVNPQNSVTVRVPQTTTYVVNNGL
TLGSAGPQLTVHHRPPQVHNEPPRP
LHPAPLPEAPQPQRLPPEAASTSLPQ
KPHLKLARVQSQNGIVLSWSVLEVD
RSCATVDSYHLYAYHEEPSATVPSQ
WKKIGEVKALPLPMACTLTQFVSGS
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