
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q7TT23 DAAF9_MOUSE Mus
musculus

Dynein
axonemal
assembly
factor	9

36.83566 NaN NaN 40885482 MDSFDPQQLGLSPARFAGTFGSGAA
SVSCSRLRQVQSVLTQSSKSQPDGIL
CILGIDSRYNEGCRELANYLLFGLYS
QNATDFEKTGFSEEILDDVILLIKSD
SVHLYCNPVNYRYLLPYVAHWRNL
HFHCMTENEYEDEEAAEEFKISSFV
DMVRDCSRIGIPYSSQGHLQIFDMF
VVEKWPIVQAFALEGIGGDGFFTMK
YELQDVSLSLWNVYSRMDPASLEN
MLSEDLAVFEHQWTSFFANFDTEIP
FLLELSESQAGEPFRSYFGHGMLSS
HITENSPHRQPFVLFGNHSTRDNLS
AGSFNFPSEGHLVRNTGPAGSFAKH
MVAQCVSPKGPLACSRTYFFGATHV
PYLGDNEKLPRTTEQIRLLSQIYAAVI
EAVLAGIACYAKTCSLAKAKEVAEHT
LESGLVFTELVPFKADLRSKVTFHIH
AVNNQGRIVPLNNEDSLSFVKTARM
TVYDIPDLLGGGGGGCLGSVVFSESF
LTSRILVKEKDGTITPETSYIILTAAIP
RFCSWLVEDSEIKLSEKTLQATKGD
DCCLGTLLTGGKGAYLYSNSPQSGP
EEGSAYFFSGGLLFSHRHHGSIVIAK
EHVDAFSFYDGDSTSVVAALLIHFRS
SILPHLPVHFHGSSNFLMLALFPKS
KIYQAFYSEVFSPWQQQDNSGLSLK
VIQEDGLSAEQKRLHSNAQKLFSAL
SPPAQDWSSPKLLSGKLPELDRFLQ
HFAIGSIGQEPVMRAHLVGLLQQPE
MSPAHEVESDKVVISIVTGLPGCHAS
KLCAFLITLHKEYGRWMVYRQIMDS
SECFHAAHFQKYLSSALEAQQNRSA
RQSAYIRKKTRLLVVLQGYTDVIDVV
QALQTHPDPNVRSYFTIGAVTVCVEP
LSCYMEHRFLFPKCLDQCSQGVVSN
VVFTSHTAEQKHPLLVQLQTLIRASN
PTAAFILAENGIVTRNEDIELILSENS
FSSPQMLRSRYLLFPGWYEGKFDAG
SVFPLMVQICVWFDCPLEKTRFVSR
CRAIQSSIKPSPFSGNIYHILGKVKFS
DSEKTMEVCHNTLTNSLTIVPVLEG
PTPPPNSRSSPQDNGQPECYLVFIGC
SLKEDSLKDWLRQSAKQRPQRKALK
TRGMLTQQEIKNIHVKRHLDPLPAG
YFYNGTQFVNFFGDKTDFHPLMDQ
FMNDYVEEANREIERYNRELEQQEY
RDLFEQKPKP

False False 0.598 2.625 False False False False False


