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sapiens [related FSLDKTIGLGTYGRIYLGLHEKTGAF
protein TAVKVMNARKTPLPEIGRRVRVNKY
kkinase QKSVGWRYSDEEEDLRTELNLLRKY

SFHKNIVSFYGAFFKLSPPGQRHQL
WMVMELCAAGSVTDVVRMTSNQSL
KEDWIAYICREILQGLAHLHAHRVIH
RDIKGQNVLLTHNAEVKLVDFGVSA
QVSRTNGRRNSFIGTPYWMAPEVID
CDEDPRRSYDYRSDVWSVGITAIEM
AEGAPPLCNLQPLEALFVILRESAPT
VKSSGWSRKFHNFMEKCTIKNFLFR
PTSANMLQHPFVRDIKNERHVVESL
TRHLTGIIKKRQKKGIPLIFEREEAIK
EQYTVRRFRGPSCTHELLRLPTSSRC
RPLRVLHGEPSQPRWLPDREEPQVQ
ALQQLQGAARVFMPLQALDSAPKPL
KGQAQAPQRLQGAARVFMPLQAQV
KAKASKPLQMQIKAPPRLRRAARVL
MPLQAQVRAPRLLQVQSQVSKKQQ
AQTQTSEPQDLDQVPEEFQGQDQVP
EQQRQGQAPEQQQRHNQVPEQELE
QNQAPEQPEVQEQAAEPAQAETEAE
EPESLRVNAQVFLPLLSQDHHVLLP
LHLDTQVLIPVEGQTEGSPQAQAWT
LEPPQAIGSVQALIEGLSRDLLRAPN
SNNSKPLGPLQTLMENLSSNRFYSQ
PEQAREKKSKVSTLRQALAKRLSPK
RFRAKSSWRPEKLELSDLEARRQRR
QRRWEDIFNQHEEELRQVDKDKED
ESSDNDEVFHSIQAEVQIEPLKPYIS
NPKKIEVQERSPSVPNNQDHAHHV
KFSSSVPQRSLLEQAQKPIDIRQRSS
QNRQNWLAASESSSEEESPVTGRRS
QSSPPYSTIDQKLLVDIHVPDGFKVG
KISPPVYLTNEWVGYNALSEIFRND
WLTPAPVIQPPEEDGDYVELYDASAD
TDGDDDDESNDTFEDTYDHANGND
DLDNQVDQANDVCKDHDDDNNKF
VDDVNNNYYEAPSCPRASYGRDGSC
KQDGYDGSRGKEEAYRGYGSHTAN
RSHGGSAASEDNAAIGDQEEHAANI
GSERRGSEGDGGKGVVRTSEESGAL
GLNGEENCSETDGPGLKRPASQDFE
YLQEEPGGGNEASNAIDSGAAPSAP
DHESDNKDISESSTQSDFSANHSSP
SKGSGMSADANFASAILYAGFVEVP
EESPKQPSEVNVNPLYVSPACKKPLI
HMYEKEFTSEICCGSLWGVNLLLGT
RSNLYLMDRSGKADITKLIRRRPFRQ
IQVLEPLNLLITISGHKNRLRVYHLT
'WLRNKILNNDPESKRRQEEMLKTE
EACKAIDKLTGCEHFSVLQHEETTYI
ATALKSSIHLYAWAPKSFDESTAIKVC
IDQSADSEGDYMSYQAYIRILAKIQA
ADPVNRFKRPDELLHLLKLKVFPTL
DHKPVTVDLAIGSEKRLKIFFSSADG
YHLIDAESEVMSDVTLPKNPLEIIIPQ
NIILPDCLGIGMMLTFNAEALSVEA
NEQLFKKILEMWKDIPSSIAFECTQR
TTGWGQKAIEVRSLQSRVLESELKR
RSIKKLRFLCTRGDKLFFTSTLRNHH
SRVYFMTLGKLEELQSNYDV




