UniprotkB Entry name organism full name oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q77494 NPHP3_HUMAN [Homo Nephrocystin-(19.994096 NaN NaN 37217939 [MGTASSLVSPAGGEVIEDTYGAGGG (True False 4.646 [1.817 |0.895 1.536 0.998 1.645 2.683

sapiens

3

EACEIPVEVKPKARLLRNSFRRGAGA
AAGAGPGSLPRGVGAGGLLGASFKS
TGSSVPELEYAAAEYERLRKEYEIFR
VSKNQELLSMGRREAKLDTENKRL
RAELQALQKTYQKILREKESALEAKY
QAMERAATFEHDRDKVKRQFKIFRE
TKENEIQDLLRAKRELESKLQRLQA
QGIQVFDPGESDSDDNCTDVTAAGT
QCEYWTGGALGSEPSIGSMIQLQQS
FRGPEFAHSSIDVEGPFANVNRDDW
DIAVASLLQVTPLFSHSLWSNTVRCY
LIYTDETQPEMDLFLKDYSPKLKRM
CETMGYFFHAVYFPIDVENQYLTVR
KWEIEKSSLVILFIHLTLPSLLLEDCE
EAFLKNPEGKPRLIFHRLEDGKVSS
DSVQQLIDQVSNLNKTSKAKIIDHSG
DPAEGVYKTYICVEKIIKQDILGFENT
DLETKDLGSEDSIPEEDDFGDVLWD
IHDEQEQMETFQQASNSAHELGFE
KYYQRLNDLVAAPAPIPPLLVSGGPG
SGKSLLLSKWIQLQQKNSPNTLILSH
FVGRPMSTSSESSLIIKRLTLKLMQH
SWSVSALTLDPAKLLEEFPRWLEKL
SARHQGSIIIVIDSIDQVQQVEKHMK
'WLIDPLPVNVRVIVSVNVETCPPAW
RLWPTLHLDPLSPKDAKSIIIAECHS
VDIKLSKEQEKKLERHCRSATTCNA
LYVTLFGKMIARAGRAGNLDKILHQ
CFQCQDTLSLYRLVLHSIRESMAND
IVDKELMKQILCLVNVSHNGVSESEL
MELYPEMSWTFLTSLIHSLYKMCLL
TYGCGLLRFQHLQAWETVRLEYLEG
PTVTSSYRQKLINYFTLQLSQDRVTW
RSADELPWLFQQQGSKQKLHDCLL
NLFVSQNLYKRGHFAELLSYWQFVG
KDKSAMATEYFDSLKQYEKNCEGED
NMSCLADLYETLGRFLKDLGLLSQA
IVPLQRSLEIRETALDPDHPRVAQSL
HQLASVYVQWKKFGNAEQLYKQAL
EISENAYGADHPYTARELEALATLYQ
KQNKYEQAEHFRKKSFKIHQKAIKK
KGNLYGFALLRRRALQLEELTLGKD
TPDNARTLNELGVLYYLQNNLETAD
QFLKRSLEMRERVLGPDHPDCAQSL
NNLAALCNEKKQYDKAEELYERALD
IRRRALAPDHPSLAYTVKHLAILYKK
MGKLDKAVPLYELAVEIRQKSFGPK
HPSVATALVNLAVLYSQMKKHVEAL
PLYERALKIYEDSLGRMHPRVGETLK
NLAVLSYEGGDFEKAAELYKRAMEI
KEAETSLLGGKAPSRHSSSGDTFSL

KTAHSPNVFLQQGQR




