UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extljacellular
ID sites sites reticulum apparatus membrane [region
Q7Z4F1 LRP10_HUMAN [Homo Low- 39.03173 NaN 'T596 41018975 MLLATLLLLLLGGALAHPDRIIFPNH [False True 1.142 (1.302 |1.352 0.964 1.584 4.402 2.575
sapiens |density ACEDPPAVLLEVQGTLQRPLVRDSR

lipoprotein TSPANCTWLILGSKEQTVTIRFQKLH

receptor- LACGSERLTLRSPLQPLISLCEAPPSP

related LQLPGGNVTITYSYAGARAPMGQGF

protein 10 LLSYSQDWLMCLQEEFQCLNHRCV

SAVQRCDGVDACGDGSDEAGCSSD
PFPGLTPRPVPSLPCNVTLEDFYGVF
SSPGYTHLASVSHPQSCHWLLDPHD
GRRLAVRFTALDLGFGDAVHVYDGP
GPPESSRLLRSLTHFSNGKAVTVETL
SGQAVVSYHTVAWSNGRGFNATYH
VRGYCLPWDRPCGLGSGLGAGEGL
GERCYSEAQRCDGSWDCADGTDEE
DCPGCPPGHFPCGAAGTSGATACYL
PADRCNYQTFCADGADERRCRHCQ
PGNFRCRDEKCVYETWVCDGQPDC
ADGSDEWDCSYVLPRKVITAAVIGSL
VCGLLLVIALGCTCKLYAIRTQEYSIF
APLSRMEAEIVQQQAPPSYGQLIAQG
AIPPVEDFPTENPNDNSVLGNLRSL
LQILRQDMTPGGGPGARRRQRGRL
MRRLVRRLRRWGLLPRTNTPARASE
ARSQVTPSAAPLEALDGGTGPAREG
GAVGGQDGEQAPPLPIKAPLPSASTS
PAPTTVPEAPGPLPSLPLEPSLLSGV
VQALRGRLLPSLGPPGPTRSPPGPHT
AVLALEDEDDVLLVPLAEPGVWVAE

AEDEPLLT




