}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma eth:acelll
sites sites reticulum |apparatus membrane [region
Q72417 LIMS2_HUMAN [Homo LIM and |12.517557 S324 T327;S328;S22 |30379171;28510447;38665916 MTGSNMSDALANAVCQRCQARFSP |None None None [None [None None None None None
sapiens senescent AERIVNSNGELYHEHCFVCAQCFRP

cell FPEGLFYEFEGRKYCEHDFQMLFAP

antigen- CCGSCGEFIIGRVIKAMNNNWHPGC

like- FRCELCDVELADLGFVKNAGRHLCR

containing PCHNREKAKGLGKYICQRCHLVIDE

domain QPLMFRSDAYHPDHFNCTHCGKEL

protein 2 TAEARELKGELYCLPCHDKMGVPIC

GACRRPIEGRVVNALGKQWHVEHF
VCAKCEKPFLGHRHYEKKGLAYCET
HYNQLFGDVCYNCSHVIEGDVVSAL
NKAWCVSCFSCSTCNSKLTLKNKFV
EFDMKPVCKRCYEKFPLELKKRLKK
LSELTSRKAQPKATDLNSA




