
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q7Z4V5 HDGR2_HUMAN Homo
sapiens

Hepatoma-
derived
growth
factor-
related
protein	2

7.354686 S418 S114;S137;S165;S230;S232;S234;S
240;S266;S305;S366;S369;S370;S3
95;S396;S397;S399;S454;S458;S49
0;S625;S633;S634;S640;S652;S664

23301498;37217939;30379171;405
96516;38665916;40914422;340199
48;29351928

MPHAFKPGDLVFAKMKGYPHWPAR
IDDIADGAVKPPPNKYPIFFFGTHET
AFLGPKDLFPYDKCKDKYGKPNKRK
GFNEGLWEIQNNPHASYSAPPPVSS
SDSEAPEANPADGSDADEDDEDRG
VMAVTAVTATAASDRMESDSDSDKS
SDNSGLKRKTPALKMSVSKRARKAS
SDLDQASVSPSEEENSESSSESEKTS
DQDFTPEKKAAVRAPRRGPLGGRKK
KKAPSASDSDSKADSDGAKPEPVAM
ARSASSSSSSSSSSDSDVSVKKPPRG
RKPAEKPLPKPRGRKPKPERPPSSSS
SDSDSDEVDRISEWKRRDEARRREL
EARRRREQEEELRRLREQEKEEKER
RRERADRGEAERGSGGSSGDELRED
DEPVKKRGRKGRGRGPPSSSDSEPE
AELEREAKKSAKKPQSSSTEPARKP
GQKEKRVRPEEKQQAKPVKVERTRK
RSEGFSMDRKVEKKKEPSVEEKLQK
LHSEIKFALKVDSPDVKRCLNALEEL
GTLQVTSQILQKNTDVVATLKKIRRY
KANKDVMEKAAEVYTRLKSRVLGPK
IEAVQKVNKAGMEKEKAEEKLAGEE
LAGEEAPQEKAEDKPSTDLSAPVNG
EATSQKGESAEDKEHEEGRDSEEGP
RCGSSEDLHDSVREGPDLDRPGSDR
QERERARGDSEALDEES

True False 1.82 5.0 1.742 False False


