UniprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extI:acellul
ID name sites sites reticulum |apparatus membrane region
Q7Z4W1 DCXR_HUMAN [Homo L- 28.265804 NaN S46 34229054;40914422;38665916 MELFLAGRRVLVTGAGKGIGRGTVQ ([True False 3.367 |4.72 4.167 1.209 0.928 4.358 4.325
sapiens  [xylulose IALHATGARVVAVSRTQADLDSLVRE
reductase CPGIEPVCVDLGDWEATERALGSVG

PVDLLVNNAAVALLQPFLEVTKEAF
DRSFEVNLRAVIQVSQIVARGLIARG
IVPGAIVNVSSQCSQRAVTNHSVYCS
TKGALDMLTKVMALELGPHKIRVNA
IVNPTVVMTSMGQATWSDPHKAKTM
LNRIPLGKFAEVEHVVNAILFLLSDR
SGMTTGSTLPVEGGFWAC




