}Jl;l iprotKB Entry name organism [full name oglcnacscore oglcnac phosphorylation 1,y ¢ sequence intracellular |extracellular |cytosol nucleus mitochndrion endoplasmic golgi plasma lextracellul
sites  [sites reticulum |apparatus membrane [region
Q77624 CMKMT HUMAN Homo Calmodulin-lysine |30.556389 T13 NaN 37653170;29351928 MESRVADAGTGETARAAGGSPAVGC [True False 4.473 |4.582 1.529 0.97 3.0 1.258 1.629
sapiens  |N- TTRGPVVSAPLGAARWKLLRQVLKQ
methyltransferase KHLDDCLRHVSVRRFESFNLFSVTE
GKERETEEEVGAWVQYTSIFCPEYSI

SLRHNSGSLNVEDVLTSFDNTGNVC
IWPSEEVLAYYCLKHNNIFRALAVCE
LGGGMTCLAGLMVAISADVKEVLLT
DGNEKAIRNVQDIITRNQKAGVFKT
QKISSCVLRWDNETDVSQLEGHFDI
IVMCADCLFLDQYRASLVDAIKRLLQ
PRGKAMVFAPRRGNTLNQFCNLAE
KAGFCIQRHENYDEHISNFHSKLKK
ENPDIYEENLHYPLLLILTKHG




