
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q7Z6G8 ANS1B_HUMAN Homo
sapiens

Ankyrin
repeat
and
sterile
alpha
motif
domain-
containing
protein	1B

18.379595 T1096 S309;S310;S314;S353;S364;T503;S
507;S510;S738;T773;S775;T901;S9
74;T1007

30379171 MGKDQELLEAARTGNVALVEKLLSG
RKGGILGGGSGPLPLSNLLSIWRGP
NVNCTDSSGYTALHHAALNGHKDIV
LKLLQYEASTNVADNKGYFPIHLAA
WKGDVEIVKILIHHGPSHSRVNEQN
NENETALHCAAQYGHSEVVAVLLEE
LTDPTIRNSKLETPLDLAALYGRLRV
VKMIISAHPNLMSCNTRKHTPLHLA
ARNGHKAVVQVLLEAGMDVSCQTE
KGSALHEAALFGKVDVVRVLLETGID
ANIKDSLGRTVLDILKEHPSQKSLQI
ATLLQEYLEGVGRSTVLEEPVQEDAT
QETHISSPVESPSQKTKSETVTGELS
KLLDEIKLCQEKDYSFEDLCHTISDH
YLDNLSKISEEELGKNGSQSVRTSST
INLSPGEVEEEDDDENTCGPSGLWE
ALTPCNGCRNLGFPMLAQESYPKKR
NYTMEIVPSASLDTFPSENENFLCD
LMDTAVTKKPCSLEIARAPSPRTDNA
SEVAVTTPGTSNHRNSSTGPTPDCS
PPSPDTALKNIVKVIRPQPKQRTSIVS
SLDFHRMNHNQEYFEINTSTGCTSF
TASPPASPPTSSVGTTEVKNEGTNHT
DDLSRQDDNDPPKEYDPGQFAGLL
HGSSPACESPENPFHLYGKREQCEK
GQDEVSLANSPLPFKQSPIENNSEP
LVKKIKPKVVSRTIFHKKSNQLENHT
IVGTRSTRSGSRNGDQWVMNAGGF
VERACTLGRIRSLPKALIDMHLSKSV
SKSDSDLIAYPSNEKTSRVNWSESST
AEHSSKGNSERTPSFTSEWEEIDKI
MSSIDVGINNELKEMNGETTRPRCP
VQTVGQWLESIGLPQYENHLMANG
FDNVQFMGSNVMEDQDLLEIGILN
SGHRQRILQAIQLLPKMRPIGHDGY
HPTSVAEWLDSIELGDYTKAFLINGY
TSMDLLKKIWEVELINVLKINLIGHR
KRILASLGDRLHDDPPQKPPRSITLR
EPSGNHTPPQLSPSLSQSTYTTGGSL
DVPHIIMQGDARRRRNENYFDDIPR
SKLERQMAQTGDWGEPSITLRPPNE
ATASTPVQYWQHHPEKLIFQSCDYK
AFYLGSMLIKELRGTESTQDACAKM
RANCQKSTEQMKKVPTIILSVSYKGV
KFIDATNKNIIAEHEIRNISCAAQDPE
DLSTFAYITKDLKSNHHYCHVFTAF
DVNLAYEIILTLGQAFEVAYQLALQA
RKGGHSSTLPESFENKPSKPIPKPRV
SIRKSVDLLHASHTGQEPSERHTEE
ALRKF

None None None None None None None None None


