UniprotKB Entry name organism full oglcnacscore °9 lenac p‘h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion enﬂloplasmlc golgi plasma extx:acellular
1D name sites sites reticulum apparatus membrane |region
Q7Z6P3 RAB44 HUMAN [Homo Ras-  |22.903221 T863 NaN 38253038 METGQRTSRKVRKLGSNRRRQTRE [None None None [None None None None None None
sapiens related PADGEGAAVAPEPESWSSQAAAELQ
protein AFFQDCGAKERGFVTREDLAVAKFS
Rab-44 FLGSKEESEMIFDWVDVERKGHLSL

EEFSSGLKNIFGSSQSPHRLRRRKPL
PSKRVSATTSFPALEEADAEEKEAFL
AFMEQLGTGHLLPKQMEIWQLWGQ
LRQEEPQLAGNLAGFLAKMTSRLQE
AQADKEALELTLRKRDSDHHREVQ
QLYEEMEQQIRQEKQQLQAESDSRG
LALTSQMQDVLEAKEREVQRLAEGQ
RELEAQLSHLRSTHQEAASENQQLQ
EAKRDLAGRLEEVRGQLQVTRGRLD
IAARGRVSWQVEEKLSFPGAGEKTPD
PQAASPEEAPLPGLFGDNDDWDQLL
SNFGSPPHGALQLCWSPPPTPRATS
GPQTPRVVRQISISEPQAFLFGQEPS
SDPDGAPRTPPGVTFSAKDNKGVDP
HEQDIRAEQPVEPHDPDPNQEPGST
PEGRLLWGLSGSLVAPAFKVLIPLED
GPPPPANSPPPQAPAGSSKQIQASDP
DDKGPGSWAPPSGAQPGAGAGPQE
PTQTPPTMTERETQPGPSPTTALTGV
GPAKPPRQRDALQQDLHATGSEPRL
GTQRARALTLGPAEPFQGLEFVGPV
PTERLEQGQAGPAVQEGLPEGLREA
HGQVLGLGELSAFPHQELEEEPRSE
EGKQEGRGGQDLSSEQSEQSVEAH
GLETAHSELPQQDSLLVSLPSATPQA
QVEAEGPTPGKSAPPRGSPPRGAQP
GAGAGPQEPTQTPPTMAEQEAQPRP
SLTTAHAEEQGPPHSREPRAESRLE
DPGMDSREAGLTPSPGDPMAGGGP
QANPDYLFHVIFLGDSNVGKTSFLH
LLHQNSFATGLTATVGVDFRVKTLL
'VDNKCFVLQLWDTAGQERYHSMTR
QLLRKADGVVLMYDITSQESFAHVR
YWLDCLQDAGSDGVVILLLGNKMD
CEEERQVSVEAGQQLAQELGVYFGE
CSAALGHNILEPVVNLARSLRMQEE
GLKDSLVKVAPKRPPKRFGCCS




