UniprotkB Entry name organism (full name oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi E extl:acellular
ID sites sites reticulum apparatus membrane region
Q7ZTH6 Q7ZTH6_DANRE |Danio Trifunctional [26.412228 NaN NaN 40044042 MASMLMTSLRSSPLTSVQAVQFAAR |[NaN NaN NaN NaN NaN NaN NaN NaN None

rerio enzyme SLSTSVHLQAQAKSKKSLAKPGVKNI

subunit beta,
mitochondrial

VLVEGVRTPFLLSGTTYSDLMPHDL
IARAALQGLLKRTGIPKDAVDYIVYGA
IVIQEVKTSNVAREAALGAGFSDKTPA
HTVTMACISSNQAMTTAVGLIAAGQ
CDAVVAGGVEFMSDVPIRHSRKMR
KTMLSLNKAKTLGARLSLLGSIRLAH
LAPELPAVAELSTAETMGHSADRLA
IAAFGVSRLEQDEFALRSHTLAKKAQ
DGGLLSDVVGFEVPGKDIVSKDNGI
RPSTMEQMAKLKPAFVKPHGTVTAA
NSSFLTDGASAVLIMSEEKALAMGY
KPKAYLRDFVYVSQDPKDQLLLGPTY
IATPKVLEKSGLTMDDIDVFEFHEAF
IAGQIMANLKAMGSDWFAQTYMGRK
TKVGVPPMEKFNTWGGSLSLGHPF
GATGCRLVTTVAHRLQKEGGQYGLV
IAACAAGGQGHAMVIEAYPQ




