}]];l iprotKB Entry name organism full name |oglcnacscore oplcnac p'h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr‘acellular
sites sites reticulum apparatus membrane region
Q7ZU69 Q7ZU69_DANRE [Danio 26S 26.412228 NaN NaN 40044042 MKDVLGFLKQQQSQSPTPEIAAEWH [NaN NaN NaN |[NaN NaN NaN NaN NaN None
rerio proteasome SLEDFYNRKLWHQLTLKLTVFVQDP

non- YFAKGDGLIQLYENFLCDFEHRINPL

ATPase SLVEIILHVARQMQDPNTAITFLEKT

regulatory KEKVKASDEAVILCKTSIGSLKLDISD

subunit 13 LPATKKLIEEVEEMLNNLPGVTSVH

GRFYDLSSKYYRIIGNHALYYKDALR
YLGCVEAKDLPEAEQQERAFTLGLA
GLLGEGVYNFGELLMHPVLESLRNT
DKQWLIDTLFAFNAGNVEKFQALKT
IAWGQQPDLAAQEAKLMQKIQLLCV
MEMTFTRPANNRQLSFQEIAQSAKI
QVNEVELLVMKALSVGLIKGSIDEVE
KKVHMTWVQPRVLDVQQIKGMKDR
LDFWCGDVKNMAVLVEQRAQDILT




