UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion eno.loplasmlc golgi plasma extl.*acellular
ID sites sites reticulum apparatus membrane [region
Q7ZU99 TERA_DANRE [Danio Transitional [26.412228 NaN S3 40044042 MASGGESKNDDLSTAILKQKNRPNR [NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio endoplasmic LIVDESINEDNSVVSLSQAKMDELQ
reticulum LFRGDTVLLKGKKRRETVCIVLSDDT
ATPase CSDEKVRMNRVVRNNLRVRLGDVI

SIQPCPDVKYGKRIHVLPIDDTVEGIT
GNLFEVYLKPYFLEAYRPIRKGDIFLV
RGGMRAVEFKVVETDPSPYCIVAPD
TVIHCEGEPIKREDEEESLNEVGYDD
IGGVRKQLAQIKEMVELPLRHPALFK
AIGVKPPRGILLYGPPGTGKTLIARAV
ANETGAFFFLINGPEIMSKLAGESES
NLRKAFEEAEKNAPAIIFIDELDAIAP
KREKTHGEVERRIVSQLLTLMDGLK
QRAHVIVMAATNRPNSIDPALRRFG
RFDREVDIGIPDATGRLEILQIHTKN
MKLADDVDLEQVANETHGHVGADL
AALCSEAALQAIRKKMDLIDLEDETI
DAEVMNSILAVTMDDFRWALSQSNP
SALRETVVEVPNITWEDIGGLDDVK
RELQELVQYPVEHPDKFLKFGMTPS
KGVLFYGPPGCGKTLLAKAIANECQ
ANFISIKGPELLTMWFGESEANVREI
FDKARQAAPCVLFFDELDSIAKARG
GNVGDGGGAADRVINQILTEMDGM
SSKKNVFIIGATNRPDIIDPAILRPGR
LDQLIYIPLPDEKSRIAILKANLRKSPI
SKDVDLDFLAKMTNGFSGADLTEIC
QRACKLAIRESIENEIRRERERQTNP
SAMEVEEDDPVPEIRKDHFEEAMRF
ARRSVSDNDIRKYEMFAQTLQQSRG
FGSFRFPSSNQGGSGPSQGSSGGGG
GNVFNEDNDDDLYG




