UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol |nucleus mitochndrion ent!oplasmlc golgi plasma extl“acellular
ID name sites sites reticulum apparatus membrane region
Q7ZUM5 |Q7ZUMS5_DANRE |Danio Heat [26.412228 NaN NaN 40044042 MSVVGFDVGFLNCYVAVARAGGIET [NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio shock IVANEYSDRCTPACVSFGPRNRSIGA
70 kDa IAAKSQMVTNCKNTVHGFKRFHGRA
protein FSDPFVQNLKPSLVYDLAQMPSGTT

GLKVMYMEEEKVFSIEQVTAMLLTK
LKETAESALKKPVADCVISVPCFYTD
IAERRSVIDAAQIAGLNCLRLMNETT
IAVALAYGIYKQDLPAPEEKPRNVVFV
DIGHSGYQVSVCAFNKGKLKILATAF
DPEMGGKYFDERLVKYFCEEFVVKY
KLDAKTKPRALIRLFQECEKLKKLMS
IANSSDLPLNIECFMNDVDVSSRLNR
IAQFEEMCADILARVEPPLRSLLEQA
HLKKDDIHAVEIVGGASRMPAIKERI
SKFFGKEPSTTLNADEAVARGCALQ
CAILSPAFKVREFSITEVVPFPISLKW
NSAAEDGVSDCEVFPKNHAAPFSKV
LTFYRREPFTLDAYYNSPKELPYPDP
TIGQYVVQKVVPQASGESSKVKVKVR
IVNIHGIFSVSSASLVEVQKSEEEEES
METEQSTEKENENKMQVDQEEQKT
PETEQENGEKKPGTEEMETSAEEGK
QEKKSDQPPQAKKPKVKTKVLDLPIE
NNPQWQLANDMLNLFVESEGKMI
MQDKLEKERNDAKNYVEEYVYEMR
DKLHGIFEKFVTESDRDVLSLKLEDT
EVWLYEDGEDQPKQIYIDKLAELKN
LGQPIQDRYREFEERPKAFEELGRQ
LQQYMKIVEAYKTKEEQYDHLEEAEI
QKVDKMVNDVMIWMNSKMNQQSK
QSLAIEPVVKTTEIQAKTRELFSTCN
PVVTKPKPKVDLPKEENPSEPNGPV
NTQENPEAQPGGTEPAAADSAGNTE
NKPDMDLD




