}11;1 iprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion em}oplasmlc golgi plasma extl:acellular
mame sites sites reticulum |apparatus membrane region
Q7ZUW2 |HYOU1_DANRE |Danio Hypoxia [26.412228 NaN NaN 40044042 MREKLSLWAIFCLVVAFLPSQTESV [NaN NaN NaN  [NaN NaN NaN NaN NaN None
rerio up- AVMSVDLGSEWMKVAIVKPGVPMEI
regulated VLNKESRRKTPVAVCLKENERLFGD
protein 1 GALGVAVKNPKVVYRFLQSILGKTAD

NPQVAEYQKHFPEHQLQKDEKRGT
VYFKFSEEMQYTPEELLGMILNYSR
TLAQDFAEQPIKDAVITVPAYFNQAE
RRAVLQAAHIAGLKVLQLINDNTAVA
LNYGVFRRKDINSTAQNIMFYDMGS
GSTTATIVTYQTVKTKESGTQPQLQI
RGVGFDRTLGGFEMELRLRDHLAKL
FNEQKKSKKDVRDNLRAMAKLLKE
IAQRLKTVLSANAEHTAQIEGLMDDI
DFKAKVTRSEFEALCEDLFDRVPGP
VKQALAAAEMSMDEIEQVILVGGAT
RVPKVQDVLLKSVGKEELSKNINAD
EAAAMGAVYQAAALSKAFKVKPFLV
RDAAVFPIQVEFSRETEEEDGVKSLK
HNKRILFQRMAPYPQRKVITFNRYID
DFVFYINYGDLSFLSEQDMKVFGSQ
NLTTVKLSGVGSSFKKHSDAESKGIK
AHFNMDESGVLILDRVESVFETIVEE
KEEESTLTKLGNTISSLFGGGSSEPS
ANVTEPVTDEEEVTPEAGKEQDQPE
KQEETVQEKPETEEGKEAEPQAEEQ
KEDKEKAENQGETESEKTEKPEEKT
TDEEKEADMKPKLQKKSKISADIAVE
LEVNDVLDPSAEDMEGSKKKLQDLT
DRDLEKQEREKTLNSLEAFIFETQD
KLYQDEYQAVVTEEEKEQISGRLSVA
SSWMDEEGYRAGTKLLKEKLSELKK
LCKGMFFRVEERKKWPDRLAALDS
MLNHSNIFLKSARLIPESDQIFTDVE
LKTLEKVINETITWKNETVAEQEKLS
PTVKPVLLSKDIEAKLSLLDREVNYL
LNKAKFAKPKPKDKAKDKNSTSESS
KANSTDDAEKVIPPKTEDGAEKVKP
AEEPPVVEEKAEETILELNPAENTDD

KTESTESSKSENHIEDEL




