UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em.loplasmlc golgi : extr"acellular
ID sites sites reticulum apparatus membrane [region
Q7ZV22 MTAP_DANRE |Danio S-methyl-5'- [26.412228 NaN NaN 40044042 MTSNSHVKIGIIGGSGLDDPDILEGR |NaN NaN NaN NaN NaN NaN NaN NaN None
rerio thioadenosine TERYVVTPYGKPSDALILGKIKNVDC
phosphorylase

VLLARHGRQHTIMPTNVNYQANIW
IALKEEGCTHLLVTTACGSLREDIQPG
DIVLIDQFIDRTTKRVQTFYDGQPTS
PPGVCHIPMAEPFCSKTREVLLEVA
QGLGVKCHTRGTMVTIEGPRFSSRA
ESLMFRQWGADVINMTTVPEVVLA
KEAGLCYASIAMATDYDCWKEHEEA
IVCVDNVLKTMKENANKASSILLTAIP
QICQMDWDSTINAHKSMSQSSVML

PKH




