}Il;l iprotKB Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular (cytosol [nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane fregion
Q7ZVF3 SDHA DANRE |Danio Succinate 26.412228 NaN NaN 40044042 MAAVCAASRVLGTKILSCKSLPAVCQ [NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio dehydrogenase ANRQLHFSIYGKRGDAKISDGVSNQ
[ubiquinone] YPVVDHEFDAVVVGAGGAGLRAAFG
flavoprotein LSEAGFNTACVTKLFPTRSHTVAAQ
subunit, GGINAALGNMEQDDWRWHFYDTV

mitochondrial

KGSDWLGDQDAIHYMTEQAPAAVV
ELENFGMPFSRTDDGKIYQRAFGGQ
SLKFGKGGQAHRCCCVADRTGHSLL
HTLYGRSLRYDTSYFVEYFALDLLM
EDGECKGVIALCMEDGSIHRFRAKN
TVIATGGYGRTFFSCTSAHTSTGDGN
AMVTRAGLPCQDLEFVQFHPTGIYG
AGCLITEGCRGEGGILINSEGERFME
RYAPNAKDLASRDVVSRSMTIEIREG
RGVGPDKDHVHLQLHHLPPQQLAA
RLPGISETAMIFAGVDVTKEPIPVLPT
VHYNMGGIPTNYKGQVITYKDGQDH
VVPGLYACGEAGCASVHGANRLGAN
SLLDLVVFGRACALTIAEIDTPGEKLS
PLKPNAGEASVANLDKMRYANGST
RTSEIRLNMQKTMQSHAAVFRTGD
VLKEGCVKMESVYKSMDDIKTFDRG
IVWNTDLVETLELQNLMLNAVQTIV
SAEARKESRGAHAREDFKDRVDEYD
YSKPLQGQVKKPFEQHWRKHTLSYV
DPETGKVTLEYRPVIDSSLDAEDCAA
IPPAIRSY




