UniprotkB Entry name organism [full name loglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular |cytosol nucleus jmitochndrion en(!oplasmlc golgi ! extl:acellular
1D sites sites reticulum apparatus  membrane [region
Q7ZVL3 Q7ZVL3_DANRE [Danio Dihydrolipoyllysine- [26.412228 NaN NaN 40044042 MLCHSRCLSRSLGRSITALRQGNSV |[NaN NaN NaN NaN NaN NaN NaN NaN None

rerio

residue
succinyltransferase
component of 2-
oxoglutarate
dehydrogenase
complex,
mitochondrial

LARRATSGIAASQCVSFQDSPRCETR
SSVYQIRYFKTTAAHRNEVITVKTPA
FAESVTEGDVRWEKAVGDSVAEDEV
IVCEIETDKTSVQVPSPAAGVIEELLVP
DGGKVEGGTPLFKLKKGAGAVKTAA
IAVGAPPPAAKTPAPAAPAPAAAPAGG
PIPSSMPPVPAVPAQPIQAKPVSAIKP
TAAAPAAAAADTGAKAPRSEHRVKM
NRMRLRIAQRLKEAQNTCAMLTTF
NEVDMSNITEMRTHYKDAFLKKHGI
KLGFMSAFVKAAAYALTDQPAVNAV
IDDTTKEIVYRDYVDISVAVATPKGLV
VPVIRGVEGMNFADIEKTINELGEKA
RKNELAVEDMDGGTFTISNGGVFGS
MFEGTPIINPPQSAILGMHGIFDRPVA
TAGKVEVRPMMYVALTYDHRLIDGR

EAVTFLRKIKSVVEDPRVLLLDM




