UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl_'acellular
ID name sites sites reticulum apparatus membrane [region
Q7ZVV7 Q7ZVV7_DANRE [Danio Protein [26.412228 NaN NaN 40044042 MATYQEFIQQNEDRDGIRCSWNLW [NaN NaN NaN NaN NaN NaN NaN NaN None
rerio transport PSSRLEATRLVVPVSCLYTPLKERPD
protein LPPVQYEPVPCTRANCKAVLNPLCQ
SEC23 VDFRAKIWACNFCFQRNSFPPSYAG

ISEVNQPAELMPQFSTIEYIVQRGPP
TPLIFLYLVDTCLEEEDLQALKESLQ
MSLSLLPPNALVGLITFGRMIQVHEL
SCEGIAKSYVFRGTKELAPKQIQEML
GLMKPATSGQQGKPLAPHDAAASCR
FLQPVQMVDMNLTDLLGELQRDPW
PVPQGKRPLRSTGIALSIAVGLLEGTF
PNTGARVMLFTGGPPTQGPGMVVG
DELKTPIRSWHDIQKDNARHLKKAT
KYYEALANRAAVNGHSVDIYACALD
QTGLLEMKCLSNLTGGHIVMGDSF
NTSLFKQTFQRVFNKDYNGEFRMA
FGATLEVKTSRELKVSGAIGPCVSLN
TKGPCVSDSEMGVGGTCQWKICSLS
PATTLAMYFEVVNQHNAPVPQGGR
GVVQFVTQYQHSNTQRRIRVTTIAR
NWADAQSQIQHIESSFDQEASAVLM
ARLGVFRAESEEGPDVLRWLDRQLI
RLCQKFGQFNKDDPNSFRLSESLSL
YPQFMFHLRRSPFLQVFNNSPDESS
YYRHHFVRQDLTQSLIMIQPILYSYS
FHGPPEPVLLDSSSILPDRILLMDTF
FQLVIYHGETIAQWRKAGYQEMAEY
ENFKQLLQAPLDDAQEILQTRFPMP
RYIDTEHGGSQARFLLSKVNPSQTH
NNLYAWGQESGAPILTDDVSLQVFM
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