VKGLVYETSVLDPDEGIRFRGYSIPE
CQQLLPKAPGGEEPLPEGLFWLLVT
GQVPTEEQVSWLSKEWAKRAALPS
HVVTMLDNFPTNLHPMSQFSAAITA
LNSESSFARAYSEGVNKAKYWEFVY
EDSMDLIAKLPCVAAKIYRNLYREGS
SIGAIDSNLDWSHNFTNMLGYTEPQ
FTELMRLYLTIHSDHEGGNVSAHTS
HLVGSALSDPYLSFSAAMNGLAGPL
HGLANQEVLVWLTALQKELGGEVS
DEKMRDYIWNTLKSGRVVPGYGHA
VLRKTDPRYTCQREFALKHLPNDPM
FKLVAQLYKIVPNVLLEQGKAKNPW
PNVDAHSGVLLQYYGMTEMNYYTV
LFGVSRALGVLAQLVWSRALGFPLE
RPKSMSTDGLMALVGAKSG

UniprotKB Entry name (organism full name oglcnacscore oglcnac p.h osphorylation sequence intracellular |extracellular cytosol nucleus mitochndrion em‘.loplasmlc golgi plasma extn:acellular
ID sites sites reticulum apparatus membrane region
Q7ZVY5 CISY_DANRE [Danio Citrate 26.412228 NaN NaN MSFLSISRLAPRLLSSKNAACVVVAA [NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio synthase, RNASASTNLKDVLSDLVPKEQSRIK
mitochondrial NFKQQYGKTSIGQITVDMVYGGMRG




