}jl;l iprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion en('loplasmlc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane region
Q7ZW07  |Q7ZW07_DANRE |Danio Nuclear [26.412228 NaN NaN 40044042 MPSSLGSSSPAAVLQEALENSSRLID [NaN NaN NaN  [NaN NaN NaN NaN NaN None
rerio pore RHLQEDRCFPDLSELLNVPSHNMP
complex SLSGVSDMDYPLQGPALISVPSLPEL
protein SSIRRVPLPPELVEQFGHMQCNCM
Nup155 MGVFPEISRAWLTIDNDVFMWNYE

DGSDVAYFDGLSETILSVGLVKPKPG
IFQPHIHFLLVLATPVDVVILGLSFPK
VQTGLNDSTCGAMQLLPDPLYTIPT
DNTYLLAITSTDTGRIFMAGKDGCLY
EVAYQAEAGWFSQRCRKINHSKSSL
SFLIPSLLQFSFSEDDPVVQIAVDNS
RNILYTRSEKGVLQVYDLGADGQGM
SRVAAISQSSIVSAAGNIARTIDRSVF
KPIVQIAVIDRSESSDCQLLAVTHAG
VRLYFSTIPFAPPNAKHVSARPSILAL
VHVRLPPGFSASSTLRKPAKVHKALY
SRGVLLMAVSQTEDSDLLWCINHDS
FPFKKPLMEAQMTVNVDGHSWALC
SIEDKKSPRILTPLNKDLIPVTDSPLV
VQQHNVPPQKFVLLSAQGSHIFHKL
RPVDQLRHLLVSSAGGESEEIERFFK
LHREEQACATALILACSNAACDREV
SVWATRAFFRYGGEAQMRFPSALSA
PSNVGPLFSSPVPGSPMPIGSPLPNP
SFLATPAPGMFPPNVSTPYVPATPM
SPGGAPITAVSSGPEVVFSGKHNGIS
IYFTRILGNIWDGSLAMETPINKGTQ
TVMILESTASSSDLELVLMQLQDLK
EFLDKNSQFSPTSLGVANFSSPANL
QQRLLGFMRPDGSSSQQMQQELQR
KYHTEAQAYEKASLQAMQQLIHRSC
QTLALWKLLCDHQFSLILSEMPKEF
QDQMKAVSFKDVVVCGRELSGALIT
IALINVYIKDSASVDTLSAHLRDICPLL
'YSSDDSICSKANELLQSSRQIQSKLE
KERTLKESLRLYQQISHNTDLPLVCS
QYRQVRFYEGVMELCLTAADKKDH
QRLGLHFYRNGEPEEDASGQQAFQ
ERLLCYKCITDTMQELVNQSKAAPQ
SPSVPKQPGPPVMTSDPNMLGNED
IAAAHFEQMLGLAQRSQDELFHIALY
NWLIQADLTDKLLEVNSPYLEDHLM
HMIKQDQSKVRNMDLLWRYYEKNR
SFGKAAHVLARLADMHSTEISLKQR
LEYISRAILSAKSSSSVSSLGADGEFL
HELEEKMEVVRIQVQIQETLRRQFS
QHPSVQGAITQLDSELMDITKLYGEF
ADHFRLSECKLAITHCAGHSDPILVH
SLWQEIIEKELNDSVVMSPSDRMRA
VSLKLVSLGKVYAGTPRYFPLDFLVK
FLEQEVCRLNWDVGFVTFTMQEIGV
QLPRLLEVYDQLFKTRDPCWQRLKK
PLHLVECIHVLLSGYVDDPSRVPTYD
RRRFTNACLDNICGYLVELQSLSPN
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