}Il;l iprotKB Entry name organism full name |oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular (cytosol [nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane region
Q7ZW18  |Q7ZW18_DANRE [Danio Calcium- 26.412228 NaN NaN 40044042 MENAHTKSVEEVYSNFSVNESTGLT [NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio transporting LDQVKRNRDKWGPNELPAEEGKSI
ATPase WELVIEQFEDLLVRILLLAACISFVLA

WFEEGEETITAFVEPFVILLILIANAIV
GVWQERNAENAIEALKEYEPEMGK
'VYRQDRKSVQRIKAKDIVPGDIVEVA
'VGDKVPADIRISAIKSTTLRVDQSILT
GESVSVIKHTDPVPDPRAVNQDKKN
MLFSGTNIAAGKAIGVVVATGVNTEI
GKIRDEMASTEQERTPLQQKLDEFG
EQLSKVISLICIAVWIINIGHFNDPVH
GGSWIRGAVYYFKIAVALAVAAIPEG
LPAVITTCLALGTRRMAKKNAIVRSL
PSVETLGCTSVICSDKTGTLTTNQMS
VCRMFIIDKAEGENCSLTEFTISGST
YAPEGDVCLDNRIVKCSQYDGLVEL
ATICALCNDSSLDFNESKGVYEKVG
EATETALTCLVEKMNVFDTDVRNLS
KIERANACNAVIKQLMKKEFTLEFS
RDRKSMSVYCSPNKAKSSSSKMFVK
GAPEGVIDRCAYVRVGGSKVPLTQGI
KDKIMSVIREYGTGRDTLRCLALATR
DNPLKKEEMVLSDTARFADYESDLT
FVGCVGMLDPPRTEVAASIKLCRHA
GIRVIMITGDNKGTAVAICRRIGIFSD
DDDVHRMAFTGREFDDLSPHAQRE
AVTVARCFARVEPSHKSKIVEFLQGF
DEITAMTGDGVNDAPALKKAEIGIA
MGSGTAVAKTASEMVLADDNFSTIV
AAVEEGRAIYNNMKQFIRYLISSNVG
EVVCIFLTAALGFPEALIPVQLLWVN
LVITDGLPATALGFNPPDLDIMNKPP
RSAKEPLISGWLFFRYLAIGCYVGAA
TVGAAAWWFIVADDGPMITLYQLSH
FLQCSPDNPDFQDLECHVFESPYPM
TMALSVLVTIEMCNALNSLSENQSL
VRMPPWENIWLLGAICLSMSLHFLI
LYVEPLPVIFQITPLNVTQWMMVLKI
SLPVILLDELLKFVARTYLEPAPED




