WGVFSVPAFGSEWFWWYWKGAQN
PDYVQFMIKNYPPGFSYADFAPNFH
AQFFDPDAWADIFEASGAKYVVLTS
KHHEGFTNWGSPTSWNWNSVDDG
PHRDLVGDLGNAIRKKGLHYGLYHS
LYEWFNPLYLSDKQSGFKTQEYVAR
KAMPELYDLVSRYKPDLIWSDGDWE
APDTYWNSTEFLAWLYNDSPVKDIV
VVNDRWGNGCYCKHGGYYNCADKF
NPQKLLNHKWEKCQSVDKISWGYR
RNMKLSELMDLPELVQDLVYIVALG
GNYLLSTGPTADGVIAPVFEERLRGI
GAWLQINGEAIYGTSFWRVQTENAT
VPVWYTAKKSTVYAIFTTNPMQNTF
QLSAPNTTDSTVVTLLGSPKPLKWA
PLQSSGLMVVLPELPFSPAYAWTLK
MEGVA

UniprotKB Entry name organism [full name [oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion enc‘loplasmw golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q7ZW80 Q7ZW80_DANRE |Danio Alpha-L- [26.412228 NaN NaN 40044042 MQVTRSQISLFLCLLSCVSVIGARYT |NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio fucosidase PDWTSLDSRPLPGWYDEVKFGIFVH




