}J];l iprotKB Entry name organism [full name (oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em.loplasmlc golgi o extl:acellular
sites sites reticulum apparatus membrane region
Q7ZWA9  |Q7ZWA9_DANRE [Danio Eukaryotic [26.412228 NaN NaN 40044042 |[MSINVNRSVSDQFYRYKMPRLIAKV [NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio translation EGKGNGIKTVIVNMVDVAKALNRPP
initiation TYPTKFFGCELGAQTQFDSKNDRYIV
factor 5 NGSHEANKLQDMLDGFIRKFVLCPE

CDNPETDLHINPKKQTIGNSCKACG

YRGMLDTRHKLCTFILKNPPENESG
SVKKEKEKKNRKKDKENGSNGGEA
GNHNDIDAPDAVDRDDDDEDWAEE
TTEEAQRRRMEEISEHAKGLTLTED

LEKSLEERVNIFYNFVKEKKDSGTID
SADKDILAEAERLDVKAMGPLILSEL
LFDENIRDQIKKYKRHFLRFCHNNK
KAQKYLLGGFECLVKLHQTQLLPRV
PIILKDLYDGDLVEEDVILAWAEKVS

KKYVSKELAKEIHAKAEPFIKWLKEA
EEESEGSEEEEDQDEDNVEVVYSSS
ARELKMETTKPAKAEHEEEDIDIDAI




