}Jl;l iprotkB Entry name organism (full name |oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular jextracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
Q7ZWES5  |Q7ZWE5_DANRE [Danio 26S 26.412228 NaN NaN 40044042 | MPLENLEEEGLPKNPNLRIAQLKFL |NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio proteasome LTHRQDAQVKSELMDAIKLNNMAP

non- YYETLCKELKWQADTDLLSKMKKAN

ATPase EDELKRLDDVLEDAEKNLGESEIRD

regulatory AMMAKAEYLIRIGDKEGALTAFRKTY

subunit 6 DKTVALGHRLDIVFYLLRIGLFYMDN

DLITRNTEKAKSLIEEGGDWDRRNR
LKVYQGLYCVAIRDFKQAAELFLDTV
STFTSYELMDYKTFVTYTVYVCMIAL
KRPDLREKVIKGAEILEVLHSLPAVR

QYLFSLYECRYSVFFQSLARVEQEM

KQDWLFAPHYRYYVREMRILAYSQL
LESYRSLTLGYMAEAFGVSTEFIDQE
LSRFIAAGRLHCKIDKVNEIVETNRP

DSKNWQYQETIKKGDLLLNRVQKLS
RVINM




