UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular jextracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q7ZWG7 |Q7ZWG7_DANRE |Danio Glutaminyl-|26.412228 NaN NaN 40044042 |MADVVSSFMSIGLSEQKAKETLKNE |NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio tRNA TLSSTLKKAIDLAQVQLGSSAIDKITG
synthetase TLLYSMVTRLKDTNRPQFLTKYIISR

KITTELQLSAALDFVKSHPQGDVDQ
HKFEVACGVGMVVTPEQIEDAVELIL
RKHKDQLLAERYRFNMGILMGEAR
ATLKWADGKIVKNEVDMQVLHLLG
PKTEADLEKKSKAVKPKAPEKDVKIE
QASAVNGDGNIENKSLMEQLRGEA
LKFHKPGENYKTEGYVVTPNTMNLL
KKHLEETGGQVRTRFPPEPNGILHIG
HAKAINFNFGFAKANNGICFLRYDD
TNPEKEEEKYFTAIKDMVEWLGYEP
'YAVTHASDNFQRLYNLAVDLIRRGH
AYVCHQRGEELKGHNVPSSPWRER
PVEESLVLFEHMRKGMFAEGEATLR
MKMVMEDGKMDPVAYRIKYTPHHR

TVTLKEDPGKI




