}J];l iprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion enc‘loplasmlc golgi plasma extr:acellular
sites sites reticulum apparatus membrane region
Q7ZYX7 Q7ZYX7_DANRE |Danio 26S 26.412228 NaN NaN 40044042 MPDLAVERVVVHPLVLLSVVDHFNR |[NaN NaN NaN |[NaN NaN NaN NaN NaN None
rerio proteasome IGKVGSQKRVVGVLLGSWQKKVLDV

non- SNSFAVPFDEDDKDDSVWFLDHDY

ATPase LENMYGMFKKVNARERIVGWYHTG

regulatory PKLHKNDIAINELMKQYCSNSVLVII

subunit 7 DVKPKDLGLPTEAYISVEEVHDDGTP

TSKTFEHVTSEIGAEEAEEVGVEHLL
RDIKDTTVGTLSQRITNQVHGLKGL
NSKLLDIKSYLEKVATGKLPINHQITY
QLQDVFNLLPDVNLQEFVKAFYLKT
NDQMLVVYLASLIRSVVALHNLINN
KIANRDAEKKEGQEKDDSKKEKKDE
KDKDKDKDKEKDASAKKEDKKDKK




