UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en('ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q80SU7 GVIN1 _MOUSE Mus Interferon-|23.627151 NaN NaN 37453647 IMATAKCFTDEPQLQSRRKHNLQEM |None None None |None None None None None None
musculus [induced LTEVGLSVDYWLPKLQEDLGVTSAQ
very large ALQYLDRNDLQKLKSQTTHTWEKR
GTPase 1 ALEKLLDFSQPNSVAELQETPREMK

KNRQRQAGQALQALKALQSEGKHR
EEEAVRRKEAELRQAMEIPEECWPT
AEVSLKDITEIMERHLSHMERTLAH
SPNLSDGDLVRWASGGLALQGIYKT
NHPRSLIQKREELLSVPKQFSLVGPE
HGTEIKTMEFSSFHEQAMFTETIKM
MGFSSTSLVKGEGWGFSLEAGIDQN
EQTASENTHQSHSEQTYFCSARFSY
IPLATCHFHINDLELSNAALQELKTI
EELLEQTTDHRDGLPLLRHRAENFF
HRFGSHANQGPLQLGGIYCWKAISE
GFKSEHLADVKQQTRESLNIYIMGS
YSGFGVKVGASVNIANSNSETASFST
THLHSQTKVQLSVAQIGGPAEADGIA
QWTAGLVVSNQTWSVIDRELQLVPI
'WDIILSSHRTDFKNALQVANCLKDN
YTALTELDAQIQEGEEFLTARKEAKL
FIEDVKCWEVSDPEEQLTKLLDFMQ
TLSQKIKSYNIWINTCLTDWDLQNFL
INTVKFCKTSPTYKTQFIKSQLCILLE
PHVYKVTNFPEAHSIIQWINQSEYGE
EQVKITSFSEFIKTLKKTHKYLMEVN
FKNEAPETVEEAERTATYEVTTALSS
FLKYLKETEQPDMQLLLLSIAAGAGY
QLVNSIFQHLLGCDELNFLLDQMQS
NQHKYQELKNICNYRAQAFLVLTAL
RTTVEITDISTEEKRQRLALIKQHMG
TLLSEEVAHVLTKHGEHHDWESLE
NDLRLLIEGDYKATTHYLQMDEVKK
QLQSLCHGKKQTYKQKSNENITKG
MIENGPFLKLLQRLGLDNYYPKRMS
RADFHLIYKTSVYNSQPRSEKELPFY
FLQKLLMLDYGFRHLIVKDDENIKK
QISIGSSNHENEDIDPYDDVIIDNDS
PGYPSATESWPHIHPLDIQMTILHCA
DDLTRQYIFSKLSICHYALPLVVPNP
NTSQIEFYLWSLRQIRKSWQDASKS
PQDKSYSHRNQQMCRVSTPIVSFIR
VGNDLSASKSQIMNSLLSKRKHDVF
FHRHCKGSNKHCLLMQGVVEICWF
CPAGQGEDTFENCLTFTSLHGDAKE
HTQQLSFLQHVSSIIVVLMSVSDNN
KENQKLVRHLWQSSTPLICLIDDKE
KAIANTSGKRMRIGIKNRNEAELTEE
LTNAIKHFLELSNTVLSLEDCSQTAR
ELGFIIDEDQRDCKEAKEKAQTVMA
LLEEYKLSQTKENLLPLQGQLWHLW
CKKDKEFYHLREKGNRSIEQHKSEI
ETHKRKIRRQQLEKAFPLNDLMRSV
LELLQDYSETHNKLYVLQWLTLFFD
NLTIDHLDKLHERQRSLWLRIQTEK
QRAQKSNSVQNQIEAISTEIHNCTLG
IEHLLREVGQIYEALEETSSSRDSLF
LCLPQIAADLMIAGVPIELMDGDASY
VPLKWVAAIFDKITEKVGDKRLFVLS
VLGLQSSGKSTLLNALFGLQFTVSA
GRCTKGAYMQLLKVEETFTEELGFN
YVLVIDTEGLRAPELNNKSQNWDHE
LATLVIGLGNLTLINIFGENPSDIQDI
LQISVQAFLRMKQVKISPSCLFVHQ
NVGEVTAKDQTMEGRKRLEQKLDE
MTALAAELEECSNITRFSDVIKFDAN
RHVYYFAHLWDGNPPMAPPNPRYS
YNVQELRNEILSTAQQESRGRILKIS
DFKFRVQDLWKALVSENFIFSFRNT
QEVIAMSKLETKYNEWTWELRSHVL
DLQNQLDNQIQNGKILTLTSNLLEE
PLSRKLKTIKEEFDKYFEEDPDCEIL
VQWKANFEHKLLILKDSLISDTRQK
CNEHISLKNSQEILDNQKSQYENQL
LERSRKLALNLKGKELSDEELHEKF




RQLWTSWIYDVSSNVPHVTEPNIDL
DSENILLEYFKKDKNIVERLKIKSQG
KFEIMYDKHIQMKKKYLLLRKSLET
CHVESIKKTTNNIQLKFTETLTNIWK
QKRDYSQNYFHEILRIIENELKSEPC
EGDYTFTKDYIIDLSLYLFQRASKDF
KKMHAAFKTANDPVNYLERKKDDF
FMSFKISCQGATSITSFVDFLWLKLT
PAISVSIWKIMVQKIAGDMRATCPEF
NGNRANLEIHILYSLAEEEKFDKYW
KYIQKPEEFFRDYIRDHIKRYCSEKE
SEKIKTFLNISLGDIKNTILSATHNST
KVAKAKGSTASHWLDLFCDHLGSN
LVFPRKDLVSIEHQELMDTEFLKEA
MSKALDPAMREVEEDCSSKHIDEIV
PDIEKILSEHLCGCWKQCPFCKAICT
NTIPQHEGDHSVPFHRPQAVSGWH
'WHKTDQFHINVCTSSVASNISFILDG
FREFPFKKYREAGGDYATWSITPDSS
TQPYWKWFVCHFRSNLEENYGKKF
TGKGSLPDLWTKITKQEVLNDLKK




