
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q80TL1 ADCY2_MOUSE Mus
musculus

Adenylate
cyclase
type	2

25.810548 NaN S490;S543 29187734 MRRRRYLRDRAEAAAAAAAGGGEG
LQRSRDWLYESYYCMSQQHPLIVFL
LLIVMGACLALLAVFFALGLEVEDHV
AFLITVPTALAIFFAIFILVCIESVFKK
LLRVFSLVIWICLVAMGYLFMCFGG
TVSAWDQVSFFLFIIFVVYTMLPFN
MRDAIIASVLTSSSHTIVLSVYLSATP
GAKEHLFWQILANVIIFICGNLAGAY
HKHLMELALQQTYRDTCNCIKSRIK
LEFEKRQQERLLLSLLPAHIAMEMK
AEIIQRLQGPKAGQMENTNNFHNLY
VKRHTNVSILYADIVGFTRLASDCSP
GELVHMLNELFGKFDQIAKENECM
RIKILGDCYYCVSGLPISLPNHAKNC
VKMGLDMCEAIKKVRDATGVDINM
RVGVHSGNVLCGVIGLQKWQYDVW
SHDVTLANHMEAGGVPGRVHISSVT
LEHLNGAYKVEEGDGEIRDPYLKQH
LVKTYFVINPKGERRSPQHLFRPRHT
LDGAKMRASVRMTRYLESWGAAKP
FAHLHHRDSMTTENGKISTTDVPM
GQHNFQNRTLRTKSQKKRFEEELN
ERMIQAIDGINAQKQWLKSEDIQRIS
LFFYNKNIEKEYRATALPAFKYYVTC
ACLIFLCIFIVQILVLPKTSILGFSFGA
AFLSLIFILFVCFAGQLLQCSKKASAS
LLWLLKSSGIIANRPWPRISLTIVTTA
IILTMAVFNMFFLSNSEETTLPTANA
SNANVSVPDNQTAILHARNLFFLPY
FIYSCILGLISCSVFLRVNYELKMLIM
MVALVGYNIILLHTHAHVLDAYSQV
LFQRPGIWKDLKTMGSVSLSIFFITL
LVLGRQSEYYCRLDFLWKNKFKKER
EEIETMENLNRVLLENVLPAHVAEH
FLARSLKNEELYHQSYDCVCVMFAS
IPDFKEFYTESDVNKEGLECLRLLNE
IIADFDDLLSKPKFSGVEKIKTIGSTY
MAATGLSAVPSQEHAQEPERQYMHI
GTMVEFAYALVGKLDAINKHSFNDF
KLRVGINHGPVIAGVIGAQKPQYDIW
GNTVNVASRMDSTGVLDKIQVTEET
SLILQTLGYTCTCRGIINVKGKGDLK
TYFVNTEMSRSLSQSNLAS

None None None None None None None None None


