
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

0

Q80TM6 R3HD2_MOUSE Mus
musculus

R3H
domain-
containing
protein	2

45.626488 S371;T377;T422 S37;S143;S362;S365;S381;S921;S9
23;T924;T928

22645316;40885482;40021952;368
52467

MSNSNTTQETLEIMKESEKKLVEES
VNKNKFISKTPSKEDVEKEGEENGL
RQETQRRTSSHGHARKRAKSNSKLK
LVRSLAVCEESSTPFVDGPLDTQDII
QLHISCPSDKEEEKSTKDVSEKEDK
DKSKEKVPRKMLSRDSSQEYTDSTG
IDLHEFLVNTLKKNPRDRMMLLKLE
QEILDFINDNNNQFKKFPQMTSYHR
MLLHRVAAYFGMDHNVDQTGKAVII
NKTSSTRIPEQRFSEHIKDEKNTEFQ
QRFILKRDDASMDRDDNQMRVPLQ
DGRRSKSIEEREEEYQRVRERIFARE
TGQNGYLNDIRLSKEAFSSSSHKRR
QIFRGNREGLSRTSSSRQSSTDSELK
SLEPRPWSSTDSDGSVRSMRPPVTK
ASSFSGISILTRGDSIGSSKGGSAGRL
SRPGMALGAPEVCNQVTSPQSVRGL
LPCTAQQQQQQQQQQQQLPALPPTP
QHQPPLNNHMISQPVPALQPSPQPV
QFSPSSCPQVLLPVSPPQQYNMAED
LSNPFGQMSLSRQGSTEAADPSSAL
FQPPLISQHPQQASFIMASAGQPLPT
SNYSTSSHAPPTQQVLPPQGYMQPP
QQIQVSYYPPGQYPNSNQQYRPLSH
PVAYSPQRGQQLPQASQQPGLQPM
MSNQQQTAYQGMLGVQQPQNQGL
LSNQRSSMGGQMQGLVVQYTPLPS
YQVPVGSDSQNVVQPSFQQPMLVPA
SQSVQGGLPTGGVPVYYSMIPPAQQ
NGTSPSVGFLQPPGSEQYQMPQSPS
PCSPPQMSQQYSGVSPSGPGVVVM
QLNVPNGPQAPQNPSMVQWSHCKY
YSVEQRGQKPGDLYSPDGSPQANAQ
MGSSPVTSPTQSPAPSPVTSLSNVCT
GLSPLPVLTPFPRPGGPAQGDGRYSL
LGQPLQYNLSICPPLLHGQSTYTVHQ
GQSGLKHGNRGKRQALKSASTDLG
TADVVLGRVLEVTDLPEGITRTEADK
LFTQLAMSGAKIQWLKDAQGLPGAG
GGDNSGTAENGRHPDLAALYTIVAV
FPSPLAAQNASLRLNNSVSRFKLRV
AKKNYDLRILERASSQ

True False 1.547 4.268 False False False


