UniprotKB Entry name |organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extt"acellular
1D name sites sites reticulum apparatus membrane [region
Q80TS7 DEND MOUSE [Mus Dendrin |36.83566 T253 S388 40885482 MLDGPLFSEGPDSPRELQDEESGSC [True True 2.275 5.0 0.965 3.227 False 5.0 0.956

musculus

LWVQKSKLLVIEVKTISCHYSRRAPS
RQSMDIQASYWARGPQSRTCRLRPG
SPEPPPRRPWASRVLQEATNWRAGP
PAEVRAREQEKRKAASQEREAKETE
RKRRKAGGARRSPLGQPRPEPRNAL
RAAQPTGFPVFSRPERFGQVGRAPR
PSVLPQGDPGVAWAGPWGGRRPGP
PSYEAHLLLRGSAGTAPRRRWDRPP
PYVAPPSYEGPHRTLGTKRGPELSRA
PTSSAPVPATTRTEGGRTKKRLDPRI
'YRDVLGAWGLRQGRGLLGGAPGCT
IAARARPESCKGAIEKSSGLVAAGLNS
AGDSHSQGKTTGGPGTDAALSRSAI
SSPPRPVPRSRQHLRGSRKGKEGSE
QIWLPTCWLASPKKPPVRHSQTLPR
PWAPGGTGWKESLGQREGAEHETL
EVWKVTRRAHTLPRISRGPAGREGIF
VIDATCVVIKSQYVPTPRTQQGQLVP
SGESCSVSDSLSQPKPCHEEEGEGA
IAANPSVCQKRLLSSRVLNQPSEGRE
CEAEVGQQGDSSLEERSSSGLGFPV
GEVNPRDAPTQPGSQEHPTLGPAAP
VCAGSLKGSEAAGVPRRAGGGWART
PGPYAGALREAVSRIRRHTAPDSDSD
EAEDLSVHSGSSDGSDTDAPGASWR
NERTLPALGNTRPREGGKTAGLSDS
IREIVDVISQTEEGFIREDTRKTPQGN
RERE




