
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

0

Q80TZ3 AUXI_MOUSE Mus
musculus

Auxilin 52.100753 T588;T590;S591;T605;S623;S628 S137;S478;S481;S595 33300544;22517741;22645316;408
85482;35822049;40021952

MTNPKSGVAESAGLACSRAAAGEN
RMKDSENKGASSPDMEPSYGGGLF
DMVKGGAGRLFSNLKDNLKDTLKD
TSSRVIQSVSSYTKGDLDFTYVTSRII
VMSFPVDSVDIGFRNQVDDIRSFLD
SRHLDHYTVYNLSPKSYRTAKFHSR
VSECSWPIRQAPSLHNLFAVCRNMY
NWLLQNPKNVCVVHCLDGRAASSIL
VGAMFIFCNLYSTPGPAVRLLYAKRP
GIGLSPSHRRYLGYMCDLLADKPYR
PHFKPLTIKAITVSPVPFFNKQRNGC
RPYCDVLIGETKIYSTCTDFERMKEY
RVQDGKIFIPLNITVQGDVIVSMYHL
RSTIGSRLQAKVTNTQIFQLQFHSGF
IPLDTTVLKFTKPELDACDVPEKYPQ
LFQVTLDIEVQPQDKVIDLTPPWEHY
CTKDVNPSILFSSQQEHQDTLALGG
QAPADLPPDHPRNLGQGGFFASLC
WQDQKSEKSRCEEDHAALVNQESE
QSDDELLTLSSPHGNAEGDKPHGAK
KPGKKQQEPAAPPPPEEVDLLGLEG
SDVSTNFSSLAAPPSNSELLSDLFGG
VGATGPAQAGQAGVEDVFHPSGPVS
AQSTPRRTATSASASPTLRVGEGATF
DPFGAPAKPPGQDLLGSFLNTSSAS
SDPFLQPTRSPSPTVHASSTPAVNIQ
PDIAGGWDWHTKPGGFGMGSKSAA
TSPTGSSHGTPTHQSKPQTLDPFAD
LGTLGSSSFASKPTTPTGLGGGFPPL
SSPQKASPQPMGGGWQQPAGYNW
QQTQSKPQSSMPHSSPQNRPNYNV
SFSAMPAGQSERGKGSTNLEGKQK
AADFEDLLSSQGFNAHKDKKGPRTI
AEMRKEEMAKEMDPEKLKILEWIE
GKERNIRALLSTMHTVLWAGETKW
KPVGMADLVTPEQVKKVYRRAVLVV
HPDKATGQPYEQYAKMIFMELNDA
WSEFENQGQKPLY

False False 2.626 2.726 1.735 1.551 1.911


