UniprotkB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion em.loplasmlc golgi plasma extl.racellular
ID sites sites reticulum apparatus membrane [region
Q80U19 DAAM?2 _MOUSE Mus Disheveled- 24.474581 NaN NaN 33300544 IMALRKRSPHGLGFLCCFGGSDLPEI [None None None |None None None None None None
musculus |associated DLRDSHPLQYLEFSGPIPNPEELNVR
activator of FAELVDELDLTDKNREAVFALPPEK
morphogenesis KWQIYCSKRKEQEDPNKLATSWPEY

'YIDRINAMAAMQNLYETEDEETDKR
NQVVEDLKTALRTQPMRFVTRFIDL
EGLTCLLNFLRGMDHTTCESRIHTS
LIGCIKALMNNSQGRAHVLAQPEAIS
ITAQSLRTENSKTKVAVLEILGAVCLV
PGGHKKVLQAMLHYQAYAAERTRF
QTLLNELDRSLGRYRDEVNLKTAIM
SFINAVLNAGAGEDNLEFRLHLRYE
FLMLGIQPVIDKLRQHENAILDKHL
DFFEMVRNEDDLELARRFDMVHID
TKSASQMFELIHKKLKHTEAYPCLLS
VLHHCLQMPYKRNGGYFQQWQLLD
RILQQIVLQDERGVDPDLAPLENFNV
KNIVNMLINENEVKQWRDQAEKFR
KEHMELMSRLERKERECETKTLEK
EEMMRTLNKMKDKLARESQELRQA
RGQVAELVARHNESSTGPVSSPPPP
GGPLTLSSSRTTNDLPPPPPPLPFDS
CPPPPAPPLPPGGPPIPPGAPPCFSSG
PPPSHDPFSSNEAPLRKKRIPQPSHP
LKSFNWVKLNEERVSGTVWNEIDD
SQVFRILDLEDFEKMFSAYQRHQAC
MQEGPQRERGNVRDGGAASRPLPA
VEASAHRTEKASRSMVSATGAKKEL
GSTEDIYITSRKVKELSVIDGRRAQN
CIILLSKLKLSNDEIRQAILRMDEQE
DLAKDMLEQLLKFIPEKSDIDLLEEH
KHEIERMARADRFLYEMSRIDHYQQ
RLQALFFKKKFQERLAEAKPKVEAIL
LASRELTLSQRLKQMLEVVLAIGNF
MNKGQRGGAYGFRVASLNKIADTKS
SIDRNISLLHYLIMILEKHFPDILNMP
SELKHLSEAAKVNLAELEKEVSILRR
GLRAVEVELEYQRHQARDPNDKFVP
VMSDFITVSSFSFSELEDQLNEARD
KFAKALTHFGEQESKMQPDEFFGIF
DTFLQAFLEARQDLEAMRRRKEEDE
RRARMEFMLKEQREKERWQRQRK
VLAGGALEESGEFDDLVSALRSGEV
FDKDLSKFKRNRKRPGSQVPEVTRE
RAINRLNY




