UniprotKB Entry name |organism full oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi

ID name sites reticulum apparatus membr

Q80UG5 SEPT9_MOUSE [Mus Septin- 46.810949 T182 S30;T42;T49;S82;585;S89;T143;T27 [22645316;40885482;28528544 MKKSYSGVTRTSSGRLRRLADPTGP [False False 2.437 [3.024 |2.055 1.314 1.287 1.843
musculus |9 6;S325;S330 IALKRSFEVEEIEPPNSTPPRRVQTPL

LRATVASSSQKFQDLGVKNSEPAAR
LVDSLSQRSPKPSLRRVELAGAKAPE
PMSRRTEISIDISSKQVESTASAAGPS
RFGLKRAEVLGHKTPEPVPRRTEITI
IVKPQESVLRRVETPASKIPEGSAVPA
TDAAPKRVEIQVPKPAEAPNCPLPSQ
TLENSEAPMSQLQSRLEPRPSVAEV
PYRNQEDSEVTPSCVGDMADNPRD
IAMLKQAPASRNEKAPMEFGYVGIDS
ILEQMRRKAMKQGFEFNIMVVGQS
GLGKSTLINTLFKSKISRKSVQPTSE
ERIPKTIEIKSITHDIEEKGVRMKLTVI
DTPGFGDHINNENCWQPIMKFIND
QYEKYLQEEVNINRKKRIPDTRVHC
CLYFIPATGHSLRPLDIEFMKRLSKV
IVNIVPVIAKADTLTLEERVYFKQRITA
DLLSNGIDVYPQKEFDEDAEDRLVN
EKFREMIPFAVVGSDHEYQVNGKRI
LGRKTKWGTIEVENTTHCEFAYLRD
LLIRTHMQNIKDITSNIHFEAYRVKR

LNEGNSAMANGIEKEPEAQEM




