UniprotKB Entry name organism [full name oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma em.
ID sites reticulum apparatus membrane regi
Q80UM3 |[NAA15 MOUSE Mus N-alpha- 37.816643 NaN S302;5537;5588;5854;S855 [22645316;39627609 MPAVSLPPKENALFKRILRCYEHKQ [False False 3.332 [3.859  [0.932 0.751 1.597 1.412 0.61
musculus |acetyltransferase YRNGLKFCKQILSNPKFAEHGETLA
15, NatA MKGLTLNCLGKKEEAYELVRRGLRN

auxiliary subunit

DLKSHVCWHVYGLLQRSDKKYDEAI
KCYRNALKWDKDNLQILRDLSLLQI
QMRDLEGYRETRYQLLQLRPAQRAS
WIGYAIAYHLLEDYEMAAKILEEFRK
TQQTSPDKVDYEYSELLLYQNQVLR
EAGLYREALEHLCTYEKQICDKLAVE
ETKGELLLQLCRLEDAADVYRGLQE
RNPGNWAYYKGLEKALKPANMLER
LKIYEEAWTKYPRGLVPRRLPLNFLS
GEKFKECLDRFLRMNFSKGCPPVF
NTLRSLYRDKEKVAIVEELVVGYETS
LKSCRLFNPNDDGKEEPPTTLLWVQ
YYLAQHYDKIGQPSIALEYINTAIEST
PTLIELFLVKAKIYKHAGNIKEAARW
MDEAQALDTADRFINSKCAKYVLKA
NLIKEAEEMCSKFTREGTSAVENLN
EMQCMWFQTECAQAYKAMNKFGE
IALKKCHEIERHFIEITDDQFDFHTYC
MRKITLRSYVDLLKLEDVLRQHPFYF
KAARIAIETYLKLHDNPLTDENKEHE
ADTANMSDKELKKLRNKQRRAQKK
IAQIEEEKKNAEKEKQQRNQKKKKD
DDDEEIGGPKEELIPEKLAKVETPLE
EAIKFLTPLKNLVKNKIETHLFAFEIY
FRKEKFLLMLQSVKRAFAIDSGHPW
LHECMIRLFHSVCESKDLPETVRTV
LKQEMNRLFGATNPKNFNETFLKR
NSDSLPHRLSAAKMVYYLDSSSQKR
ATELATTLDGSLTNRNLQTCMEVLE
IALCDGSLGDCKEAAEAYRASCHKLF
PYALAFMPPGYEEDMKITVNGDSSA
ETEELANEI




