UniprotkB Entry name |organism [full name oglcnacscore oglcnac p‘h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion went!oplasmlc golgi plasma extl.'acellular

1D sites sites reticulum apparatus membrane [region

Q80UM7 |MOGS_MOUSE Mus Mannosyl- 28.30369 NaN NaN 29187734;37453647  MARGERRRRAAAAEGARPLERARAA |False False 1.869 [1.786 |1.66 3.83 1.654 2.005 1.333
musculus [oligosaccharide GRRDGRAGGARGSASGAALAVVVLA

glucosidase

LAFGLSGRWVLAWLRVRRALTLHPA
PSALPPDSSSPAVAPELFWGTYRPHV
YFGMKTRSPKPLLTGLMWAQQGAT
PGTPPKLRHTCEQGDGVGPYGWEF
HDGRTFGRQHIHDGALRLTTEFVKR
PGGQHGGDWSWRVTVEPQASGTPS
FPLVSLFFYVVTDGQEVLLPEIGAKG
QLKSISGHTSELGDFRLTLLPPTSPG
DTVPKHGSYNVFWSSNPGLPQLTD
MVKSRLNSWFQHRPPGASPDRYLG
LPGSLKWEERGPSGQGQFLIQQVTL
KAPFSVEFVFESGSAATGGNQASGR
LVGSQLTQALESHAAAFKERFEKTF
QLKEKGLSPEEQALGQVALSGLLGGI
GYFYGQGLVLPDTSMEGSEQKMDP
ALFPPVPLFSGVPSRSFFPRGFLWDE
GFHQLVVQRWDPHLTREALGHWLG
LLNADGWIGREQILGDEARARVPPE
FLVQRAAHANPPTLLLPVVHMLEGH
DPDDLAFLRKAFPRLHAWFSWLHQ
SQAGPVPLSYRWRGRDLALPTLLNP
KTLPSGLDDYPRASHPSTAERHLDL
RCWVALGARVLSQLAEQLGETEAAA
ELGPLAASLEEPGSLDELHWAPELG
VFADFGNHTKAVQLKSRPPQGLVRV
VGRPPPRLQYVDALGYVSLFPLLLQL
LDPSSPRLGPLLDVLADSRHLWSPF
GLRSLSASSLFYKQRNTEHDPPYWR
GAVWLNINYLALGALHHYGHVEGP
HKVQAAKLYHELRANVVRNVRQQY
QATGFLWEQYSDQDGRGMGCRPFQ

GWTSLVLLIMAEEY




