UniprotKB Entry name organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion N golgi eXtI:aC‘

ID name sites sites reticulum |apparatus membrane fregion

Q80VD1 FA98B_MOUSE [Mus Protein (36.962926 NaN NaN 37453647;29187734;28135057;226 |MRGPELGPETSMEGDVLDTLEALGY |None None None [None |None None None None None
musculus [FAM98B 45316 KGPLLEEQALSKAAEGGLSSPEFSEL

CIWLGSQIKSLCNLEESITSAGRDDL
ESFQLEISGFLKEMACPYSVLVSGDI
KERLTKKDDCLKLLLFLSTELQALQI
LQKKKHKNSQLDKNSEICQEVQAVC
DALGVPKSDTSDIPLLLSQVESKVKD
ILCRVQKNHVGKPLLKVDLSSEQAE
KLERINDALSCEYECRRRMLMKRLD
'VTVQSFGWSDRAKAKTDNIARIYQP
KRYALSPKTTVTLAHLLAAREDLSKII
RTSSGISREKTACAINKVLMGRVPDR
GGRPNEIEPPPPEMPPWQKRQEGG
GRGGWGGGGGGRGGGGGGRGGWG
GGGGWGGGGGSGGGWGGSGGGGG
GRGGFQGRGDYGGRGDYGGRGGYG
GRGGYGGRGYGDPYGGGGGGGGGY
RRY




