UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol \nucleus mitochndrion em!oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum |apparatus|membrane [region
Q80W14 PR40B_MOUSE |Mus Pre- 38.223321 NaN S764;S831;S851 (40997131 MMPPPFMPPPGLPPPFPPMGLPPM (True False 1.908 |4.306 [0.692 1.013 False False 0.602
musculus [mRNA- SQRPPAIPPMPPGILPPMLPPMGAPP
processing PLTQIPGMVPPMMPGMLMPAVPVT
factor 40 IAATAPGADTASSAVAGTGPPRALWS
homolog B EHVAPDGRIYYYNADDKQSVWEKPS

IVLKSKAELLLSQCPWKEYKSDTGKP
YYYNNQSQESRWTRPKDLDDLEALV
KQESAGKQQTQQLQTLQPQPPQPQP
DPPPIPPGPIPVPMALLEPEPGRSED
CDVLEAAQPLEQGFLQREEGPSSST
GQHRQPQEEEEAKPEPERSGLSWS
NREKAKQAFKELLRDKAVPSNASW
EQAMKMVVTDPRYSALPKLSEKKQA
FNAYKAQREKEEKEEARLRAKEAKQ
TLQHFLEQHERMTSTTRYRRAEQTF
GDLEVWAVVPERERKEVYDDVLFFL
IAKKEKEQAKQLRRRNIQALKSILDG
MSSVNFQTTWSQAQQYLMDNPSFA
QDQQLQNMDKEDALICFEEHIRALE
REEEEERERARLRERRQQRKNREAF
QSFLDELHETGQLHSMSTWMELYP
IAVSTDVRFANMLGQPGSTPLDLFKF
YVEELKARFHDEKKIIKDILKDRGFC
VEVNTAFEDFAHVISFDKRAAALDA
GNIKLTFNSLLEKAEARETEREKEEA
RRMRRREAAFRSMLRQAVPALELGT
AWEEVRERFVCDSAFEQITLESERIR
LFREFLQVLEQTECQHLHTKGRKHG
RKGKKHHRKRSHSPSGSESDEEELP
PPSLRPPKRRRRNPSESGSEPSSSLD
SVESGGAALGGPGSPSSHLLLGSDH
GLRKTKKPKKKTKKRRHKSTSPDSE
TDPEDKAGKESEDREQEQDREPRQA
ELPNRSPGFGIKKEKTGWDTSESEL

SEGELERRRRTLLQQLDDHQ




