}Jl;l iprotKB Entry name organism [full name |oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi pla
sites reticulum |apparatus me:
Q80WC7  |AGFG2_MOUSE [Mus Arf-GAP  |50.877238 S186;5188;T193;T475 |[NaN 33300544;22517741;22645316;408 [MVMAAKKGPGPGGGVGGSKAEAEA |False False 1.575 |2.437 |False False False 0.6

musculus |domain 85482;36852467;40021952 IASEVWCRRVRELGGCSQAGNRHCF

and FG ECAQRGVTYVDITVGSFVCTTCSGLL

repeat- RGLNPPHRVKSISMTTFTEPEVLFLQ

containing SRGNEVCRKIWLGLFDARTSLIPDSR

protein 2

DPQKVKEFLQEKYEKKRWYVPPEQV
KGPSYSKGSVSATPVQGSVPEGKPIR
TLLGDPVPSLSDPASTSSQPGSQSQA
RSSSQARSSQPPSHSSTKKASTDLLA
DIGGDPFAAPQVVPAFASFPGFGVG
QTPAHGGFANFDAFSSSPSSSTFGS
LPPSVQAPFQAQPTPAGSGQMSAFG
IVAPLAAASQPNNLADVGGLLGPRMA
IAGGLPGSVFGMPSQVPALQSAVPGV
SGSGGLPFGAYTNPFATPAQAQLPST
NPFQPNGLASGPGFGMSSVRPGLLQ
PVPPSGAFASPFSAPVFPTQAGLADQ
QNGSSFGDLGTSKLGQRPLSQPAGI
STNPFMTGSSAFASKPPTTNPFL




