UniprotKB

full

D Entry name organism oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular [cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl_"acellular
name sites sites reticulum |apparatus membrane [region
Q80WG5 LRC8A MOUSE [Mus 'Volume- (24.474581 NaN 'T200;S202;T215;S217|33300544 |MIPVTELRYFADTQPAYRILKPWWD |False True 2.054 [1.63 1.718 1.748 1.324 5.0 2.125
musculus |regulated 'VFTDYISIVMLMIAVFGGTLQVTQDK

anion MICLPCKWVTKDSCNDSFRGWAAS

channel SPEPTYPNSTVLPTPDTGPTGIKYDL

subunit DRHQYNYVDAVCYENRLHWFAKYF

LRRC8A PYLVLLHTLIFLACSNFWFKFPRTSS

KLEHFVSILLKCFDSPWTTRALSETV
VEESDPKPAFSKMNGSMDKKSSTVS
EDVEATVPMLQRTKSRIEQGIVDRSE
TGVLDKKEGEQAKALFEKVKKFRTH
VEEGDIVYRLYMRQTIIKVIKFALIICY
TVYYVHNIKFDVDCTVDIESLTGYRT
YRCAHPLATLFKILASFYISLVIFYGLI
CMYTLWWMLRRSLKKYSFESIREES
SYSDIPDVKNDFAFMLHLIDQYDPLY
SKRFAVFLSEVSENKLRQLNLNNE
'WTLDKLRQRLTKNAQDKLELHLFM
LSGIPDTVFDLVELEVLKLELIPDVTI
PPSIAQLTGLKELWLYHTAAKIEAPA
LAFLRENLRALHIKFTDIKEIPLWIYS
LKTLEELHLTGNLSAENNRYIVIDGL
RELKRLKVLRLKSNLSKLPQVVTDV
GVHLQKLSINNEGTKLIVLNSLKKM
'VNLTELELIRCDLERIPHSIFSLHNL
QEIDLKDNNLKTIEEIISFQHLHRLT
CLKLWYNHIAYIPIQIGNLTNLERLYL
NRNKIEKIPTQLFYCRKLRYLDLSHN
NLTFLPADIGLLQNLQNLAVTANRIE
ALPPELFQCRKLRALHLGNNVLQSL
PSRVGELTNLTQIELRGNRLECLPVE
LGECPLLKRSGLVVEEDLFSTLPPEV
KERLWRADKEQA




