UniprotKB Entry name organism full oglcnacscore o‘glcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl.racellular
ID name sites sites reticulum apparatus membrane region
Q80WQ2 [VAC14_MOUSE |Mus Protein [24.474581 NaN T11;T499;S517;S743|33300544 MNPEKDFAPLTPNIVRALNDKLYEK [False False 3.968 [1.214 1.035 3.476 1.676 1.422 0.963
musculus [VAC14 RKVAALEIEKLVRDFVAQNNTMQIK
homolog HVIQTLSQEFALSQHPHSRKGGLIGL

IAACSIALGKDSGLYLKELIEPVLTCF
NDADSRLRYYACEALYNIVKVARGA
IVLPHFNVLFDGLSKLAADPDPNVKS
GSELLDRLLKDIVTESSKFDLVSFIPL
LRERIYSNNQYARQFIISWILVLVSVP
DINLLDYLPEILDGLFQILGDNGKEIR
KMCEVVLGEFLKEIKKNPSSVKFAE
MANILVIHCQTTDDLIQLTAMCWMR
EFIQLAGRVMLPYSSGILTAVLPCLA
YDDRKKSIKEVANVCNQSLMKLVTP
EDDEPDEPKSVAQKQTEPNPEDSLP
KQEGTASGGPGSCDSSFGSGINVFT
SANTDRAPVTLHLDGIVQVLNCHLS
DTTIGMMTRIAVLKWLYHLYIKTPRK
MFRHTDSLFPILLQTLSDESDEVVLK
DLEVLAEIASSPAGQTDDPGAPDGPD
LRVNHSELQVPTSGRANLLNPPSTK
GLEGSPSTPTMNSYFYKFMINLLQT
FSSERKLLEARGPFIIRQLCLLLNAE
NIFHSMADILLREEDLKFASTMVHT
LNTILLTSTELFQLRNQLKDLQTPES
QNLFCCLYRSWCHNPVTTVSLCFLT
QNYRHAYDLIQKFGDLEVTVDFLTE
IVDKLVQLIECPIFTYLRLQLLDVKNN
PYLIKALYGLLMLLPQSSAFQLLSHR
LQCVPNPELLQTEDCLKAAPKSQKG
DSPSIDYTELLQHFEKVQKQHLEVR

HQRSGRGDHLDRRVIL




