
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q80WQ8 M18BP_MOUSE Mus
musculus

Mis18-
binding
protein
1

25.019509 T151 S9;S109;S134;S169;S258;T516;T57
8;S638;S639;T688;S726;S872;S955;
S985

34418053 MIVTPLKHSGIHLSSGTLQRRNMPL
DAVFIDSIPSGTLTPLKDLVKYQKSSL
KVNGHKKNQLLEIRTSNNKDLFQST
MLSEATLPNSSLDISVIKPSMDRLRN
EMIYESPGKIFQRMKAKVQRDKQEQ
LTRSSSMLGSPQGEHTKDFPPNTDK
KAQLQQTYICEEKQTSVQSNDPSLG
DPPILNQEQKNVSASCISKKALTRAQ
FGGQVLHSKESPVRITVSKKNTFVLG
GIDCTYEKFENTDVNTISSLCVPIKN
HSQSITSDNDVTTERTAKEDITEPNE
EMMSRRTILQDPIKNTSKIKRSSPRP
NLTLSGRSQRKCTKLETVVKEVKKY
QAVHLQEWMIKVINNNTAICVEGKL
VDMTDVYWHSNVIIERIKHNELRTL
SGNIYILKGLIDSVSMKEAGYPCYLT
RKFMFGFPHNWKEHIDKFLEQLRA
EKKNKTRQETARVQEKQKSKKKDAE
DKETYVLQKASITYDLNDNSLERTEV
PTDPLNSLEQPTSGKERRHPLLSQK
RAYVLITPLRNKKLIEQRCIDYSLSIE
GISDFFKAKHQEESDSDIHGTPSSTS
KSQETFEHRVGFEGNTKEDCNECDI
ITARHIQIPCPKSKQMLTNDFMKKN
KLPSKLQKTENQIGVSQYCRSSSHLS
SEENEVEIKSRTRARNTKERLNRER
ENTNHITKDILLISETEGERACYITPK
RPRSCYITPKRPRSSAKESHYKSAVS
KDFLTEGKASDRTSRQLLDHLPGLT
DDEEWSEQELQKLHCAFTSLPKHKP
GFWSDVAMAVGSRTADECQKKYTE
EPQGQGSRKHGSKKKQANKVQNGE
KDSADAKTIKITAKVGTLKRKRQMR
DCLEHLAKDNHDDFFTATPLQKQRI
QLPSFQYSQDDDFLLDMDRDPASPS
SIITSPLRSTTPQCQHFSPSMLAAIER
NNCDRYVYQMQKNAKKYGKSNGGL
VWGNIRKKTVKTDLSSPPPTRKALF
NKDLGKNTDISKYFIDDTESDEEEK
DYYFSNSD

None None None None None None None None None


