UniprotKB Entry name organism (full name oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular lextracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus | membrane [region
Q80Y14 GLRX5 MOUSE Mus Glutaredoxin- [25.629171 NaN S151 36288343 MSASLSRAAAALLRWGRSAGGGGLP |[None None None |None None None None None None
musculus [related GAGVRAASSGGQAEQLDALVKKDKV
protein 5, VVFLKGTPEQPQCGFSNAVVQILRL

mitochondrial

HGVRDYAAYNVLDDPELRQGIKDYS

NWPTIPQVYLNGEFVGGCDILLQMH
QNGDLVEELKKLGIRSALVDEKDQD
SK




