}Jl;l iprotKB Entry name organism [full name |oglcnacscore [oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion ::S:
Q80YA9 CNKR2_MOUSE Mus Connector |52.299341 S325;S328;5329;T332;S731 [S12;S338;5390;T683;5685;S687;S7 [33300544;22517741;22645316;408 [MALIMEPVSKWSPSQVVDWMKGLD [False False 1.944 [2.602 |0.554 Fals
musculus |enhancer 56;S767;S906 85482;34678516 DCLQQYIKNFEREKISGDQLLRITHQ
of kinase ELEDLGVSRIGHQELILEAVDLLCAL
suppressor NYGLETENLKTLSHKLNASAKNLQN
of ras 2 FITGRRRSGHYDGRTSRKLPNDFLT

SVVDLIGAAKSLLAWLDRSPFAAVTD
'YSVTRNNVIQLCLELTTIVQQDCTVY
ETENKILHVCKTLSGVCDHIISLSSD
PLVSQSAHLEVIQLANIKPSEGLGMY
IKSTYDGLHVITGTTENSPADRCKKI
HAGDEVIQVNHQTVVGWQLKNLVN
ALREDPSGVILTLKKRPQSMLTSAPA
LLKNMRWKPLALQPLIPRSPTSSVAT
PSSTISTPTKRDSSALQDLYIPPPPAE
PYIPRDEKGNLPCEDLRGHMVGKPV
HKGSESPNSFLDQEYRKRFNIVEED
TVLYCYEYEKGRSSSQGRRESTPTYG
KLRPISMPVEYNWVGDYEDPNKMK
RDSRRENSLLRYMSNEKIAQEEYMF
QRNSKKDTGKKSKKKGDKSNSPAH
'YSLLPSLQMDALRQDIMGTPVPETT
LYHTFQQSSLQHKSKKKNKGAISGK
SKRRISCKDLGRGDCEGWLWKKKD
IAKSYFSQKWKKYWFVLKDASLYWYT
NEEDEKAEGFISLPEFKIDRASECRK
KYAFKACHPKIKSFYFAAEHLDDMN
RWLNRINMLTAGYAERERIKQEQDY
'WSESDKEEADTPSTPKQDSPPPPYD
TYPRPPSMSCASPYVEAKHSRLSSTE
TSQSQSSHEEFRQEVTGSSAVSPIRK
TASQRRSWQDLIETPLTSSGLHYLQT
LPLEDSVFSDSAAISPEHRRQSTLPT
QKCHLQDHYGPYPLAESERMQVLN
GNGGKPRSFTLPRDSGFNHCCLNTP
'VSACDPQDDIQPPEVEEEEEEEEEE
IAAGENVGEKNENREEKLGDSLQDL
'YRALEEASLSPLGEHRISTKMEYKLS
FIKRCNDPVMNEKLHRLRILKSTLK
AREGEVAIIDKVLDNPDLTSKEFQQ
'WKQMYLDLFLDICQSTTSNDPLSISS
EVDVLTSSLTHTHSYIETHV




