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Q80YE7 DAPK1_MOUSE Mus Death- 26.088944 'T1226;T1232S289;S308;5319;5S333;S734;S1115; (30016717 MTVFRQENVDDYYDTGEELGSGQF [None None None |None |None None None None None
musculus |associated S1433 IAVVKKCREKSTGLQYAAKFIKKRRTK
protein SSRRGVSREDIEREVSILKEIRHPNVI
kinase 1 TLHEVYENKTDVILILELVAGGELFD

FLAEKESLTEEEATEFLKQILSGVYY
LHSLQIAHFDLKPENIMLLDRNVPK
PRIKIIDFGLAHKIDFGNEFKNIFGTP
EFVAPEIVNYEPLGLEADMWSIGVIT
YILLSGASPFLGDTKQETLANVSAVN
YDFEEEFFRNTSTLAKDFIRRLLVKD
PKKRMTIQDSLQHPWIKPKDTQQAL
SRKASAVNMEKFKKFAARKKWKQS
VRLISLCQRLSRSFLSRSNMSVARSD
DTLDEEDSFVMKAIIHAINDDNVPG
LQHLLGSLSSYDVNQPNKHGTPPLL
IAAGCGNIQMLQLLIKRGSRIDVQDK
GGSNAIYWASRHGHVDTLKFLNEN
KCPLDVKDKSGETALHVAARYGHAD
VVQLLCSFGSNPDFQDKEEETPLHC
IAAWHGYYSVAKALCEVGCNVNIKNR
EGETPLLTASARGYHDIVECLAEHGA
DLNASDKDGHIALHLAVRRCQMEVI
KTLLGHGSFVDFQDRHGNTPLHVA
CKDGSAPIVVALCEASCNLDISNKYG
RTPLHLAANNGILDVVRYLCLMGAN
VEALTSDGKTAEDLAKAEQHEHVAG
LLARLRKDTHRGLFIQQLRPTQNLQ
PRIKLKLFGHSGSGKSTLVESLKCGL
LRSFFRRRRPRLSSTNSTRFPPSPLA
IAKPTVSVSINNLYPGCENVSVRSRS
MMFEPGLTKGMLEVFVAPSHHLHC
STDDQSTKAIDIQNAYLNGVGDFSV
WEFSGNPVYFCCYDYFAANDPTSIHI
IVFSLEEPYEIQLNQVIFWLSFLKSLV
PVEEPIAFGGKLKNPLRVVLVATHAD
IMNIPRPAGGEFGYDKDTSLLKEIRN
RFGNDLHVSNKLFVLDAGASGSKDI
KVLRNHLQEIRSQIVSGCSPMTHLC
EKIISTLPSWRKLNGPNQLMSLQQF
'VYDVQDQLNPLASEDDLRRIAQQLH
STGEINIMQSETVQDVLLLDPRWLC
TNVLGKLLSVETPRALHHYRGRYTM
EDIQRLVPDSDVEELLQILDAMDICA
RDLSSGTMVDIPALIKTDSLQRSWA
DEEDEVMVYGGVRIVPVEHLTPFPC
GIFHKVQVNLCRWIHQQSAEGDADI
RLWVSGCRIANRGAELLVLLVNHGQ
GIEVQVRGLETEKIKCCLLLDSVCSTI
ETVMATTLPGLLTVKHYLSPQQLRE
HHEPVMVYQPRDFFRAQTLKESSLT
NTMGGYKESFSSITCFGCHDVYSQA
SLGMDIHASDLSLLTRRKLSRLLDPP
DPMGKDWCLLAMNLGLPDMVAKH
NVNNRASRDFLPSPVHALLQEWTSY
PESTVGILISKLRELGRRDAADFLLK
IASSVFKINLDGNGQEAYASSCNSGT

SYNSISSVVSRRDSHAWTPLYDL




