}Jl;l iprotKB Entry name organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion en(.loplasmlc golgi plasma
sites reticulum )apparatus membrane
Q80YN3 BCAS1_MOUSE [Mus Breast 36.716082 T89;S504|S127;S328;T330;S360;S425;S443;T |40885482;40021952 MGNQMSVPLRPGDQEHDPGADTCK [True False 4.292 3.1 1.296 0.63 False 1.291
musculus |carcinoma- 523;S525;S601;S615 VISDNECVQNGNPVVLSTRVIQHYE
amplified EVDLGISSSKDNVATSSPKTMEAQA
sequence 'VGDASGKNLGKEAKTKAPAARSHFF
1 homolog LTLSRPVPGRPGDQGTDSSAASGRF

DVSPSAAPENKDPSEHGALPVAAAP
GQAPDKTPGCPEAKQQTLPATGPLA
PSPPESQAEAPAQDKDFGFLNRFFK
LDKGRESAPVNSQPKEAKGSEDPEQ
ATEAPAVPGNPHGVSAGEDIVDSEQ
RGQDVDTLSYSVPGDPEVPGTTKED
PQVVDTTENSSSIMSFFKTLVSPNKT
ETKKDPEDTKATKADSVCDGHAAGQ
KMSETQAKSKKKRLDSPRLGLSFRK
LFRHKDTENSPTTSANLKSDKANFT
PQETRGKTKATKSCSPPPPPPEPTSE
GRDSGKEKAGPTSLPLGKLFWKKSV
KEDTLSTGAEENAVCESPVETVRLE
EVESSLQTVDLSEETQPEPTDVKVKE
ESKPRKTPLMAFLRQMSVRSSEGIP
RSEESNVKDSSCQTSNSVEKTPSPP
EPEPAGTAQKNKETSSSKDKKSVDK
KSATENSKQKNGKQEVREPAPCVQP
PTVEANAMQTGDKTPKKSEKRRQSL
GGFLKGLGPKRMSDAQVQTDPVSIG
PVGKSK




