UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular |cytosol |nucleus mitochndrion enc}oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q80710 IASTN2_MOUSE [Mus |Astrotactin- [24.474581 NaN NaN 33300544 MAAAGARRSPGRGLGLRGRPRLGF |False False 0.769 [1.335 1.417 0.867 1.009 2.941 1.16

musculus

2

HPGPPPPPPPPLLLLFLLLLPPPPLLA
GATAAAASREPDSPCRLKTVTVSTLP
IALRESDIGWSGARTGAAAGAGAGTG
IAGAGAAAAAASAASPGSAGSAGTAA
ESRLLLFVRNELPGRIAVQDDLDNT
ELPFFTLEMSGTAADISLVHWRQQW
LENGTLYFHVSMSSSGQLAQATAPT
LQEPSEIVEEQMHILHISVMGGLIAL
LLLLLVFTVALYAQRRWQKRRRIPQK
SASTEATHEIHYIPSVLLGPQARESF
RSSRLQTHNSVIGVPIRETPILDDYD
YEEEEEPPRRANHVSREDEFGSQMT
HALDSLGRPGEEKVEFEKKAAAEAT
QETVESLMQKFKESFRANTPVEIGQ
LQPASRSSTSAGKRKRRNKSRGGISF
GRTKGTSGSEADDETQLTFYTEQYR
SRRRSKGLLKSPVNKTALTLIAVSSCI
LAMVCGNQMSCPLTVKVTLHVPEH
FIADGSSFVVSEGSYLDISDWLNPAK
LSLYYQINATSPWVRDLCGQRTTDA
CEQLCDPDTGECSCHEGYAPDPVHR
HLCVRSDWGQSEGPWPYTTLERGY
DLVTGEQAPEKILRSTFSLGQGLWLP
IVSKSFVVPPVELSINPLASCKTDVLV
TEDPADVREEAMLSTYFETINDLLSS
FGPVRDCSRNNGGCTRNFKCVSDR
QVDSSGCVCPEELKPMKDGSGCYD
HSKGIDCSDGFNGGCEQLCLQQTLP
LPYDTTSSTIFMFCGCVEEYKLAPDG
KSCLMLSDVCEGPKCLKPDSKFNDT
LFGEMLHGYNNRTQHVNQGQVFQ
MTFRENNFIKDFPQLADGLLVIPLPV
EEQCRGVLSEPLPDLQLLTGDIRYDE
IAMGYPMVQQWRVRSNLYRVKLSTIT
LSAGFTNVLKILTKESSRDELLSFIQ
HYGSHYIAEALYGSELTCIIHFPSKKV
QQQLWLQYQKETTELGSKKELKSM
PFITYLSGLLTAQMLSDDQLISGVEIR
CEEKGRCPSTCHLCRRPGKEQLSPT
PVLLEINRVVPLYTLIQDNGTKEAFK
NALMSSYWCSGKGDVIDDWCRCDL
SAFDASGLPNCSPLPQPVLRLSPTVE
PSSTVVSLEWVDVQPAIGTKVSDYIL
QHKKVDEYTDTDLYTGEFLSFADDL
LSGLGTSCVAAGRSHGEVPEVSIYSV
IFKCLEPDGLYKFTLYAVDTRGRHSE
LSTVTLRTACPLVDDNKAEEIADKIY
NLYNGYTSGKEQQTAYNTLMEVSAS
MLFRVQHHYNSHYEKFGDFVWRSE
DELGPRKAHLILRRLERVSSHCSSLL
RSAYIQSRVDTIPYLFCRSEEVRPAG
MVWYSILKDTKITCEEKMVSMARNT
IYGETKGR




