UniprotKB Entry name organism [full name |oglcnacscore [oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en@oplasmlc golgi plasma extr.‘acellul‘
ID sites reticulum |apparatus membrane region
Q80Z64 NANOG_MOUSE Mus Homeobox [30.215711 S267;S269;T278 [NaN 27311888;36852467 MSVGLPGPHSLPSSEEASNSGNASS (True False 2.536 [4.879 [2.786 2.247 1.68 2.748 2.957
musculus |protein MPAVFHPENYSCLQGSATEMLCTEA
NANOG ASPRPSSEDLPLQGSPDSSTSPKQKL

SSPEADKGPEEEENKVLARKQKMRT
'VFSQAQLCALKDRFQKQKYLSLQQM
QELSSILNLSYKQVKTWFQNQRMKC
KRWQKNQWLKTSNGLIQKGSAPVE
'YPSIHCSYPQGYLVNASGSLSMWGS
QTWTNPTWSSQTWTNPTWNNQTW
TNPTWSSQAWTAQSWNGQPWNAA
PLHNFGEDFLQPYVQLQQNFSASDL
EVNLEATRESHAHFSTPQALELFLN

YSVTPPGEI




