UniprotKB Entry organism full oglcnacscore qglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol [nucleus mitochndrion em.hplasmlc golgi plasma extl:acellular
ID name name sites sites reticulum apparatus membrane region
Q80270 SE1L1_RAT [Rattus Protein (23.439218 NaN NaN 38843836 MQVRVRLLLLLCAVLLGSAAASSDE |False True 1.735 |1.353 1.272 4.531 1.825 1.966 2.057
norvegicus [sel-1 ETNQDESLDSKGALPTDGSVKDHTT
homolog GKVVLLARDLLILKDSEVESLLQDEE
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ESSKSQEEVSVTEDISFLDSPNPSSK
TYEELKRVRKPVLTAIEGTAHGEPCH
FPFLFLDKEYDECTSDGREDGRLWC
ATTYDYKTDEKWGFCETEEDAAKRR
QMQEAEAIYQSGMKILNGSTRKNQK
REAYRYLQKAAGMNHTKALERVSYA
LLFGDYLTQNIQAAKEMFEKLTEEG
SPKGQTGLGFLYASGLGVNSSQAKA
LVYYTFGALGGNLIAHMVLGYRYWA
GIGVLQSCESALTHYRLVANHVASDI
SLTGGSVVQRIRLPDEVENPGMNSG
MLEEDLIQYYQFLAEKGDVQAQVGL
GQLHLHGGRGVEQNHQRAFDYFNL
AANAGNSHAMAFLGKMYSEGSDIV
PQSNETALHYFKKAADMGNPVGQS
GLGMAYLYGRGVQVNYDLALKYFQK
AAEQGWVDGQLQLGSMYYNGIGVK
RDYKQALKYFNLASQGGHILAFYNL
AQMHASGTGVMRSCHTAVELFKNV
CERGRWSERLMTAYNSYKDDDYNA
AVVQYLLLAEQGYEVAQSNAAFILDQ
REATIVGENETYPRALLHWNRAASQ
GYTVARIKLGDYHFYGFGTDVDYETA
FIHYRLASEQQHSAQAMFNLGYMH
EKGLGIKQDIHLAKRFYDMAAEASP
DAQVPVFLALCKLGVVYFLQYIREAN
IRDLFTQLDMDQLLGPEWDLYLMTII
ALLLGTVIAYRQRQHQDIPVPRPPGP
RPAPPQQEGPPEQQPPQ




